UniprotKB Entry name |organism [full name oglcnacscore o.glcnac phosphorylation sites PMIDS [sequence intracellular |extracellular |cytosol nucleus mitochndrion en(.ioplasmlc golgi plasma extr_ac

ID sites reticulum |apparatus membrane region

Q6ZQB6  |[VIP2_MOUSE [Mus Inositol 25.685855 NaN S44;5229;51051;51058;51066;S110 (39627609 MSNSRKMSEPPRFFVGPEDAEINPG [True False 4.279 [2.592  [0.758 0.537 False False 0.682
musculus |hexakisphosphate 6;S1107 NYRRFFHHAEEEEEEEDESPPERQI

and
diphosphoinositol-
pentakisphosphate
kinase 2

VVGICSMAKKSKSKPMKEILERISLF
KYITVVVFEEEIILNEPVENWPLCDC
LISFHSKGFPLDKAVAYAKLRNPEVI
NDLNMQYLIQDRRDVYSILQAEGILL
PRYAILNRDPNNPKECNLIEGEDHV
EVNGEVFQKPFVEKPVSAEDHNVYI
YYPTSAGGGSQRLFRKIGSRSSVYSP
ESNVRKTGSYIYEEFMPTDGTDVKV
YTVGPDYAHAEARKSPALDGKVERD
SEGKEVRYPVILNAREKLIAWKVCLA
FKQTVCGFDLLRANGQSYVCDVNGF
SFVKNSMKYYDDCAKILGNIVMREL
APQFHIPWSIPLEAEDIPIVPTTSGTM
MELRCVIAVIRHGDRTPKQKMKME
VRHQKFFDLFEKCDGYKSGKLKLKK
PKQLQEVLDIARQLLMELGQNNDSE
IEENKSKLEQLKTVLEMYGHFSGIN
RKVQLTYLPHGCPKTSSEEEDNRRE
EPSLLLVLKWGGELTPAGRVQAEEL
GRAFRCMYPGGQGDYAGFPGCGLL
RLHSTYRHDLKIYASDEGRVQMTAA
AFAKGLLALEGELTPILVQMVKSAN
MNGLLDSDSDSLSSCQQRVKARLH
EILQKDRDFTAEDYEKLTPSGSISVIK
SMHLIKNPVKTCDKVYSLIQSLTSQI
RYRMEDPKSADIQLYHSETLELMLR
RWSKLEKDFKTKNGRYDISKIPDIYD
CIKYDVQHNGSLKLENTMELYRLSK
ALADIVIPQEYGITKAEKLEIAKGYCT
PLVRKIRSDLQRTQDDDTVNKLHPV
[YSRGVLSPERHVRTRLYFTSESHVH
SLLSILRYGALCDDSKDEQWKRAMD
YLNVVNELNYMTQIVIMLYEDPNKD
LSSEERFHVELHFSPGAKGCEEDKN
LPSGYGYRPASRENEGRRSLKTDDD
EPHTSKRDEVDRAVMLFKPLVSEPI
HIHRKSPLPRSRKITANEVVSENANY
LRTPRNLVEQKQNPTVGFELYSMVP
SICPLETLHNALFLKQVDDFLASIAS
PSTEVLRKVPEMSSMATRSSPGMRR
KISLNTYTPTKILPTPPAALKSSKASS
KAAAGGPSQAMAPHTSSRKKSINSK
TEGHEPKKSTGKKR




