UniprotKB Entry name organism (full name |oglcnacscore oglcnac phosphorylation sites PMIDS [sequence intracellular extracellular [cytosol \nucleus mitochndrion em?oplasmlc golgi plasma extl:acellular
1D sites reticulum |apparatus membrane region
Q6ZQKO0 CNDD3 MOUSE [Mus Condensin-(24.992371 S1344 [S562;S1359;S1368;51381;51393 (36852467 MALQDLGENLQPWCPLGLSLEWVK [None None None [None None None None None None
imusculus |2 complex TVWDLDFTEIEPLDPSIVGEILETGR
subunit D3 DAFTKLYGSLFPFATDESGSLESIWT

FFTENDISSNTLVALFCHFVQEAHK
KSASAQYREYGLHAAGLYFLLLEIPG
IVVNQVFHPVMFDKCIQILKRSWPQ
ESNLTQKRKKDHSKSSKDNYRKSRK
RGKPPRKEDYQVDELSREEEEEEEEI
YFSGRDLCQIRDAIFNLLKNFLRLLP
KFSLKEKPQSIQTCIEVFVALTSFEPI
PHKFLISQARNLNEVKHISELAYYGL
YLLCSPVHGEENKVIGSIFHQMLNVI
LMLEVGEGSRCAPLAITSQVINCRN
QAVQFVSSLVDELQASVYPVLGTLLQ
HICAKVVDKAEYRTYAAQSLVQLLTK
LPSEEYATFIAWLYKYSRSSKIPHRV
FTLDVALALLTLPERELDDTVSLEHQ
KFLKHKFFVQEIIFDRCLDKAPTVRS
KALSSFAHCLELSSSNTSESILEIFIN
SNLVPGIQNLSNTVLNPSPVLTSRN
GYSAQSRTHNNDEQTLPGERCFMT
MLRKRIKDEKINVRKSALQVLMSILK
HCDILSMEQDLLILQDHCRDPAISVR
KQALQSLTELVMAQPTCVPVQKAWL
MGVIPVVMDCESTVQEKALECLDQL
LLQNIKHHKKFHSADRSQVLAWSLL
IALLTIENQDLRRYLNKAFHIWSKKD
KFSSTFINSVISHTDTERSAPAWMLL
SKITCSSPKLDYTKIIESWERLSREQS
PNSNTLGYMLCVIGHIAKHLPKGTR
DKITGVIKAKLNGFQWSPELISSSVD
IALQKLCRASAKTVLEEQGLLKQVCG
DVLATCEQHLSNILLKEDGTGNMDE
GLVVKCIFTLGDIAQLCPAIVEKRVFL
LIQSILASSAHSDHLPSSQGTTDALD
SQPPFQPRSSAMPSVIRAHAIITLGK
LCLQHEDLAKKSIPALVRELEVSEDV
IAVRNNVIIVICDLCIRYTVMVDNYIP
NISVCLKDSDPFIRKQTLVLLTNLLQ
EEYVKWKGSLFFRFVSTLVDSHPDI
IASLGEFCLAHLLLKRNPTMFFQHFI
ECIFHFNSYEKHGQYNKFSQSERGK
QLFLLKGKTNKEKRMRIYKFLLEHF
TDEQRFNVTSKICLNILACFTDGILP
MDMEASELLSDTFDILNSKEIKLLA
MRAQTSKDLLEEDDVALANVVMQE
IAQMKIISQVQKRNFIENIIPIIISLKTV
LEKNKIPALRELMNYLREVMQDYRD
EINDFFAVDKQLASELEYDMKKYNE
QLAQEQALTEHANATKGPEDSDRVP
SAQVAPDLEAVPALAAAPMAAAAAA
IAPMAAAAAAAGQDNADVPPTQSRPS
IAPRSNFTPTLPPISENGPLKIMSSTR
PMSLSTIAILNSVKKAVASKNRTRSL
GALPFNVETGSPENPSSHESSLSLE
KESDRTVNHVTKRAISTPENSISDVT
FAAGVSYIGTPATFFTKEKHEAQEQG
SDILCLSLLDKRPPQSPQWNVKSPA
RSHGSTRSSRRSLRKAPLKTAN




