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D Entry name organism (full name oglcnacscore (oglcnac sites phosphorylation sites PMIDS sequence intracellular extracellular|cytosol nucleus mitoc
Q6ZRI6 CO039_HUMAN |[Homo Uncharacterized [30.820325 T23;S34;S591;T634;T635;T672;S67 |S208;5299;S391;T397;S455;S496;S (39531497;30379171;39534244;314 |MAEKRPLRTLGPVMYGKLPRLETDS |True False 4.588 [2.053 |0.656
sapiens  |protein 3;5686 497;5936;5956;5988;5S996 92838;30620550;35132862;292370 |GLEHSLPHSVGNQDPCTYKGSYFSC
C150rf39

92;30059200;35254053

PMAGTPKAESEQLASWTPYPPLYST
GMAGPPLQADNLLTNCLFYRSPAEG
PEKMQDSSPVELLPFSPQAHSYPGP
PLAAPKPVYRNPLCYGLSTCLGEGAV
KRPLDVDWTLATGPLLPSADPPCSL
IAPAPSKGQTLDGTFLRGVPAEGSSK
DSSGSFSPCQPFLEKYQTIHSTGFLA
SRYTGPYPRNSKQAMSEGPSSPWTQ
LAQPLGPPCQDTGPTHYPPPHHPPP
HPPQALPCPPACRHPEKQGSYSPAL
PLQPLGGHKGTGYQAGGLGSPYLRQ
QAAQAPYIPPLGLDAYPYPSAPLPAPS
PGLKLEPPLTPRCPLDFAPQTLSFPY
IARDDLSLYGASPGLGGTPPSQNNVR
IAVPQPGAFQRACQPLPASQPCSEPV
RPAQEAEEKTWLPSCRKEKLQPRLS
EHSGPPIVIRDSPVPCTPPALPPCARE
CQSLPQKEGARPPSSPPMPVIDNVF
SLAPYRDYLDVPAPEATTEPDSATAE
PDSAPATSEGQDKGCRGTLPAQEGP
SGSKPLRGSLKEEVALDLSVRKPTAE
IASPVKASRSVEHAKPTAAMDVPDVG
NMVSDLPGLKKIDTEAPGLPGVPVT
TDAMPRTNFHSSVAFMFRKFKILRP
IAPLPAAVVPSTPTSAPAPTQPAPTPTS
GPIGLRILAQQPLSVTCFSLALPSPPA
IVAVASPAPAPAPSPAPARAQAPASAR
DPAPAPAPVAGPAPASTSAPGDSLEQ
HFTGLHASLCDAISGSVAHSPPEKLR
EWLETAGPWGQAAWQDCQGVQGL
LAKLLSQLQRFDRTHRCPFPHVVRA
GAIFVPIHLVKERLFPRLPPASVDHV
LQEHRVELRPTTLSEERALRELALPG
CTSRMLKLLALRQLPDIYPDLLGLQ
WRDCVRRQLGDFDTEAGAVSSSEPT
VARGEPESLALAQKSPAPKVRKPGR
KPPTPGPEKAEAAAGEESCGASPTPA
TSASPPGPTLKARFRSLLETAWLNGL
IALPTWGHKSSRPDQPSPCPQLLDSQ

SHHL




