UniprotKB Entry name organism full oglcnacscore o.glcnac ‘p.h osphorylation PMIDS [sequence intracellular extracellular |cytosol [nucleus mitochndrion enc}oplasmlc golgi plasma extl:acellular
ID nmame sites sites reticulum apparatus membrane region
Q6ZRQ5 MMS22 HUMAN [Homo Protein [28.275761 NaN NaN 39894887  MENCSAASTFLTDSLELELGTEWCK (True False 4.436 5.0 0.828 False False 0.281 0.526

sapiens |[MMS22- PPYFSCAVDNRGGGKHFSGESYLCS

like

GALKRLILNLDPLPTNFEEDTLEIFGI
QWVTETALVNSSRELFHLFRQQLYN
LETLLQSSCDFGKVSTLHCKADNIR
QQCVLFLHYVKVFIFRYLKVQNAES
HVPVHPYEALEAQLPSVLIDELHGLL
LYIGHLSELPSVNIGAFVNQNQIKLF
PPSWHLLHLHLDIHWLVLEILYMLG
EKLKQVVYGHQFMNLASDNLTNISL
FEEHCETLLCDLISLSLNRYDKVRSS
ESLMSDQCPCLCIKELWVLLIHLLD
HRSKWFVSESFWNWLNKLLKTLLE
KSSDRRRSSMPVIQSRDPLGFSWWI
ITHVASFYKFDRHGVPDEMRKVESN
'WNFVEELLKKSISVQGVILEEQLRM
'YLHCCLTLCDFWEPNIAIVTILWEYY
SKNLNSSFSISWLPFKGLANTMKSP
LSMLEMVKTCCCDKQDQELYKSSSS
YTIFLCILAKVVKKAMKSNGPHPWK
QVKGRIYSKFHQKRMEELTEVGLQN
FFSLFLLLAAVAEVEDVASHVLDLLN
FLKPAFVTSQRALIWKGHMAFLLMY
AQKNLDIGVLAEKFSCAFREKAKEFL
'VSKNEEMVQRQTIWTLLSIYIDGVQE
'VFETSYCLYPSHEKLLNDGFSMLLR
ACRESELRTVLSFLQAVLARIRSMH
QQLCQELQRDNVDLFVQSSLSAKER
HLAAVASALWRHFFSFLKSQRMSQ
VVPFSQLADAAADFTLLAMDMPSTA
PSDFQPQPVISIIQLFGWDDIICPQVV
ARYLSHVLQNSTLCEALSHSGYVSF
QALTVRSWIRCVLQMYIKNLSGPDD
LLIDKNLEEAVEKEYMKQLVKLTRLL
FNLSEVKSIFSKAQVEYLSISEDPKK
ALVRFFEAVGVTYGNVQTLSDKSAM
VTKSLEYLGEVLKYIKPYLGKKVFSA
GLQLTYGMMGILVKSWAQIFATSKA
QKLLFRIIDCLLLPHAVLQQEKELPA
PMLSAIQKSLPLYLQGMCIVCCQSQ
NPNAYLNQLLGNVIEQYIGRFLPASP
'YVSDLGQHPVLLALRNTATIPPISSLK
KCIVQVIRKSYLEYKGSSPPPRLASIL
AFILQLFKETNTDIYEVELLLPGILKC
LVLVSEPQVKRLATENLQYMVKACQ
VGSEEEPSSQLTSVFRQFIQDYGMR
YYYQVYSILETVATLDQQVVIHLISTL
TQSLKDSEQKWGLGRNIAQREAYSK

LLSHLGQMGQDEMQRLENDNT




