UniprotKB Entry name |organism full oglcnacscore oglcnac p.h osphorylation PMIDS sequence intracellular [extracellular [cytosol | nucleus mitochndrion en(_ioplasmlc golgi plasma extl:acellular
ID name sites sites reticulum |apparatus membrane region
Q6ZSZ6 TSH1 HUMAN |Homo Teashirt |15.07159 T852 S765 30379171;38665916 MPRRKQQAPRRSAAYVPEEELKAAE [None None None |None None None None None None

sapiens |homolog IDEEHVEDDGLSLDIQESEYMCNEE

TEIKEAQSYQNSPVSSATNQDAGYG
SPFSESSDQLAHFKGSSSREEKEDP
QCPDSVSYPQDSLAQIKAVYANLFSE
SCWSSLALDLKKSGSTTSTNDASQK
ESSAPTPTPPTCPVSTTGPTTSTPSTS
CSSSTSHSSTTSTSSSSGYDWHQAA
LAKTLQQTSSYGLLPEPSLFSTVQLY
RQNNKLYGSVFTGASKFRCKDCSAA
YDTLVELTVHMNETGHYRDDNRDK
DSEKTKRWSKPRKRSLMEMEGKED
IAQKVLKCMYCGHSFESLQDLSVHMI
KTKHYQKVPLKEPVPAITKLVPSTKK
RALQDLAPPCSPEPAGMAAEVALSE
SAKDQKAANPYVTPNNRYGYQNGA
SYTWQFEARKAQILKCMECGSSHDT
LQQLTAHMMVTGHFLKVTTSASKK
GKQLVLDPVVEEKIQSIPLPPTTHTR
LPASSIKKQPDSPAGSTTSEEKKEPE
KEKPPVAGDAEKIKEESEDSLEKFEP
STLYPYLREEDLDDSPKGGLDILKSL
ENTVSTAISKAQNGAPSWGGYPSIH
IAAYQLPGTVKPLPAAVQSVQVQPSYA
GGVKSLSSAEHNALLHSPGSLTPPP
HKSNVSAMEELVEKVTGKVNIKKEE
RPPEKEKSSLAKAASPIAKENKDFPK
TEEVSGKPQKKGPEAETGKAKKEGP
LDVHTPNGTEPLKAKVTNGCNNLGI
IMDHSPEPSFINPLSALQSIMNTHLG
KVSKPVSPSLDPLAMLYKISNSMLD
KPVYPATPVKQADAIDRYYYENSDQP
IDLTKSKNKPLVSSVADSVASPLRES
IALMDISDMVKNLTGRLTPKSSTPST
IVSEKSDADGSSFEEALDELSPVHKR
KGRQSNWNPQHLLILQAQFASSLRE
TTEGKYIMSDLGPQERVHISKFTGLS
MTTISHWLANVKYQLRRTGGTKFLK
NLDTGHPVFFCNDCASQFRTASTYI
SHLETHLGFSLKDLSKLPLNQIQEQ
QNVSKVLTNKTLGPLGATEEDLGST
FQCKLCNRTFASKHAVKLHLSKTHG
KSPEDHLIYVTELEKQ




