UniprotKB Entry name organism [full name oglcnacscore oglcnac p.h osphorylation PMIDS [sequence intracellular extracellular cytosol [nucleus mitochndrion enqoplasmlc golgi plasma extl:acellular
ID sites sites reticulum apparatus membrane region
Q6ZTWO0  [TPGS1_HUMAN Homo Tubulin 22.903221 S245;T251|S34;5266 38253038 MAAVEKRRQAVPPPAGFTDSGRQSYV |[None None None |None None None None None None
sapiens [polyglutamylase (Q6ZTWO- SRAAGAAESEEDFLRQVGVTEMLRA
complex 2) IALLKVLEARPEEPIAFLAHYFENMGL
subunit 1 RSPVNGGAGEPPGQLLLQQQRLGRA

LWHLRLAHHSQRAAFNNNVSVAYE
CLSAGGRRKRPGLDGRTYSELLRRIC
RDGQAPEEVVAPLLRKVQCRDHEAV
PLSVFRAGTLTCFVLLEFVARAGALF
QLLEDSAAAVADRRVGQAVLDTLEG
IALQASDAAAPARFLEAGSRLGPDSL
IALALDRAVGGRRPSAPMTREEFLER
IAAALFIAKVKPVG




