UniprotKB

D Entry name |organism [full name |oglcnacscore |oglcnac sites phosphorylation sites PMIDS sequence intracellular |extracellular |cytosol nucleus jmitochndri
Q6ZU65 UBN2_HUMAN [Homo Ubinuclein- 14.68743 $948;5985;5988;T1003;S1006;T100 |S13;T243;S250;T252;S311;S416;S4 |38665916;23301498;33214551;303 |MAEPRRVAFISLSPVRRREAEYPGPE [True False 1.453 |4.699 |False
sapiens (2 7;51010;S1011;S1115;S1164;S1173 |19;S422;S584;S1123 79171;39302247;39531497;382530 |REPEYPREPPRLEPQPYREPARAEPP

38;39534244;35254053;31492838;4
0307207;30620550;34019948;2923
7092;35132862;40596516;3734070
3;35289036;30059200;35138101;31
637018

IAPREPAPRSDAQPPSREKPLPQREVS
RAEPPMSLQREPPRPEPPPPFPPLPL
QPPPPRESASRAEQPPRPPRETVRLE
LVLKDPTDESCVEFSYPELLLCGEQR
KKLIHTEDPFNDEHQERQEVEMLAK
KFEMKYGGKPRKHRKDRLQDLIDIG
FGYDETDPFIDNSEAYDELVPASLTT
KYGGFYINTGTLQFRQASDTEEDDIT
DNQKHKPPKVPKIKEDDIEMKKRKR
KEEGEKEKKPRKKVPKQLGVVALNS
HKSEKKKKRYKDSLSLAAMIRKFQK
EKDALKKESNPKVPVTLSTPSLNKPP
CAAAALGNDVPDLNLSSGDPDLPIF
'VSTNEHELFQEAENALEMLDDFDF
DRLLDAASDGSPLSESGGENGTTTQ
PTYTSQVMPKVVPTLPEGLPVLLEKR
IEDLRVAAKLFDEEGRKKFFTQDMN
NILLDIELQLQELGPVIRSGVYSHLE
AFVPCNKETLVKRLKKLHLNVQDDR
LREPLQKLKLAVSNVMPEQLFKYQE
DCQARSQAKCAKLQTDEEREKNGS
EEDDDEKPGKRVIGPRKKFHWDDTI
RTLLCNLVEIKLGCYELEPNKSQSAE
DYLKSFMETEVKPLWPKGWMQAR
MLFKESRSVHNHLTSAPAKKKVIPA
PKPKVKEVMVKTLPLHSFPTMLKEC
SPKKDQKTPTSLVASVSGPPTSSSTA
IATAAASSSSAPAQETICLDDSLDEDL
SFHSPSLDLVSEALAVINNGNKGPP
'VGSRISMPTTKPRPGLREEKLASIMS
KLPLATPKKLDSTQTTHSSSLIAGHT
GPVPKKPQDLAHTGISSGLIAGSSIQ
NPKVSLEPLPARLLQQGLQRSSQIHT
SSSSQTHVSSSSQAQIAASSHALGTS
EAQDASSLTQVTKVHQHSAVQQNY
VSPLQATISKSQTNPVVKLSNNPQLS
CSSSLIKTSDKPLMYRLPLSTPSPGN
GSQGSHPLVSRTVPSTTTSSNYLAKA
MVSQISTQGFKSPFSMAASPKLAAS
PKPATSPKPLPSPKPSASPKPSLSAKP
SVSTKLISKSNPTPKPTVSPSSSSPNA
LVAQGSHSSTNSPVHKQPSGMNISR
QSPTLNLLPSSRTSGLPPTKNLQAPS
KLTNSSSTGTVGKNSLSGIAMNVPA
SRGSNLNSSGANRTSLSGGTGSGTQ
GATKPLSTPHRPSTASGSSVVTASVQ
STAGASLLANASPLTLMTSPLSVTN
QNVTPFGMLGGLVPVTMPFQFPLEI
FGFGTDTAGVTTTSGSTSAAFHHSL
TQNLLKGLQPGGAQHAATLSHSPLP

IAHLQQAFHDGGQSKGDTKLPRKSQ




