UniprotKB Entry name organism full oglcnacscore qglcnac p'h osphorylation PMIDS |sequence intracellular extracellular |cytosol nucleus mitochndrion enc'loplasmlc golgi plasma extl'"acellular
ID name sites sites reticulum apparatus membrane region
Q6ZUV0 BACHL HUMAN |Homo Putative |25.502912 S10;T11 [NaN 37340703 [MIKEAGAIISTRHCNPQNGDRCVAA [None None None [None None None None None None
sapiens |cytosolic LARVECTHFLWPMCIGEVAHVSAEI

acyl TYTSKHSVEVQVNMMSENILTGAKK

coenzyme LTNKATLWYAPLSLTNVDKVLEEPP

A IVVWYFRQEQEEEGQKRYKTQKLERM

thioester ETNWRNGDIVQPVLNPEPNTVSYSQ

hydrolase- SSLIHLVGPSDCTLHSFVHEGVTMK

like IVMDEVAGILAARHCKTNLVTASMEA

INFDNKIRKGCIKTISGRMTFTSNKS
IVEIEVLVDADCVVDSSQKRYRAASVF
T




