UniprotKB Entry name organism (full name |oglcnacscore oglcnac p.h osphorylation PMIDS |sequence intracellular extracellular |cytosol nucleus mitochndrion em:loplasmlc golgi plasma extl:acellular
ID sites sites reticulum apparatus membrane region
Q6ZVTO0 TTL10_ HUMAN Homo Inactive 28.275761 NaN NaN 39894887 MDHSCTRFIHRRGPPTRTRAGFKRG [True False 4.358 [2.453 |1.545 0.422 False 0.784 0.722

sapiens

polyglycylase
TTLL10

KRPRIQQRPRARVSGTIPASRLHPAP
IASQPGPCPAPGHCPVGPAHERPMG
SSQEEGLRCQPSQPDHDADGHCGP
DLEGAERASATPGPPGLLNSHRPAD
SDDTNAAGPSAALLEGLLLGGGKPS
PHSTRPGPFFYIGGSNGATIISSYCKS
KGWQRIHDSRRDDYTLKWCEVKSR
DSYGSFREGEQLLYQLPNNKLLTTKI
GLLSTLRGRARAMSKASKVPGGVQA
RLEKDAAAPALEDLPWTSPGYLRPQ
RVLRMEEFFPETYRLDLKHEREAFF
TLEFDETQIWICKPTASNQGKGIFLLR
NQEEVAALQAKTRSMEDDPIHHKTP
FRGPQARVVQRYIQNPLLVDGRKFD
IVRSYLLIACTTPYMIFFGHGYARLTL
SLYDPHSSDLGGHLTNQFMQKKSPL
YMLLKEHTVWSMEHLNRYISDTFW
KARGLAKDWVFTTLKKRMQQIMAH
CFLAAKPKLDCKLGYFDLIGCDFLID
DNFKVWLLEMNSNPALHTNCEVLK
EVIPGVVIETLDLVLETFRKSLRGQK
MLPLLSQRRFVLLHNGEADPRPHLG
GSCSLRRWPPLPTRQAKSSGPPMPH
IAPDQPGARRPAPPPLVPQRPRPPGP
DLDSAHDGEPQAPGTEQSGTGNRH
PAQEPSPGTAKEEREEPENARP




