
UniprotKB
ID Entry	name organism full	name oglcnacscore oglcnacsites

phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

Q6ZW49 PAXI1_HUMAN Homo
sapiens

PAX-
interacting
protein	1

34.681786 T639 S227;S235 34019948;41350704 MSDQAPKVPEEMFREVKYYAVGDID
PQVIQLLKAGKAKEVSYNALASHIIS
EDGDNPEVGEAREVFDLPVVKPSWV
ILSVQCGTLLPVNGFSPESCQIFFGIT
ACLSQVSSEDRSALWALVTFYGGDC
QLTLNKKCTHLIVPEPKGEKYECALK
RASIKIVTPDWVLDCVSEKTKKDEAF
YHPRLIIYEEEEEEEEEEEEVENEEQ
DSQNEGSTDEKSSPASSQEGSPSGD
QQFSPKSNTEKSKGELMFDDSSDSS
PEKQERNLNWTPAEVPQLAAAKRRL
PQGKEPGLINLCANVPPVPGNILPPE
VRGNLMAAGQNLQSSERSEMIATW
SPAVRTLRNITNNADIQQMNRPSNV
AHILQTLSAPTKNLEQQVNHSQQGH
TNANAVLFSQVKVTPETHMLQQQQ
QAQQQQQQHPVLHLQPQQIMQLQQ
QQQQQISQQPYPQQPPHPFSQQQQ
QQQQAHPHQFSQQQLQFPQQQLHP
PQQLHRPQQQLQPFQQQHALQQQF
HQLQQHQLQQQQLAQLQQQHSLLQ
QQQQQQIQQQQLQRMHQQQQQQQ
MQSQTAPHLSQTSQALQHQVPPQQ
PPQQQQQQQPPPSPQQHQLFGHDP
AVEIPEEGFLLGCVFAIADYPEQMSD
KQLLATWKRIIQAHGGTVDPTFTSRC
THLLCESQVSSAYAQAIRERKRCVTA
HWLNTVLKKKKMVPPHRALHFPVA
FPPGGKPCSQHIISVTGFVDSDRDDL
KLMAYLAGAKYTGYLCRSNTVLICKE
PTGLKYEKAKEWRIPCVNAQWLGDI
LLGNFEALRQIQYSRYTAFSLQDPFA
PTQHLVLNLLDAWRVPLKVSAELLM
SIRLPPKLKQNEVANVQPSSKRARIE
DVPPPTKKLTPELTPFVLFTGFEPVQ
VQQYIKKLYILGGEVAESAQKCTHLI
ASKVTRTVKFLTAISVVKHIVTPEWL
EECFRCQKFIDEQNYILRDAEAEVLF
SFSLEESLKRAHVSPLFKAKYFYITP
GICPSLSTMKAIVECAGGKVLSKQPS
FRKLMEHKQNSSLSEIILISCENDLH
LCREYFARGIDVHNAEFVLTGVLTQT
LDYESYKFN

True False 2.19 5.0 1.25 0.706 False 1.056 0.985


