}Jl;l iprotKB Entry name organism [full name |oglcnacscore oglcnac hosphorylation sites PMIDS sequence intracellular |extracellular |cytosol nucleus mitochndrion em!oplasmlc golgi plasma ©
sites reticulum |apparatus membrane |r¢
Q6ZW76  |ANKS3_HUMAN [Homo Ankyrin  |16.682301 NaN S2;S5;S201;5225;5243;5244;S245;T |30379171;37217939 MSELSDEASEPELLNRSLSMWHGL |None None None [None |None None None None N
sapiens |repeat 319;S320;S368;S371;S375;S541 GTQVSGEELDVPLDLHTAASIGQYEV
and SAM IVKECVQRRELDLNKKNGGGWTPLM
domain- 'YASYIGHDTIVHLLLEAGVSVNVPTP
containing EGQTPLMLASSCGNESIAYFLLQQG
protein 3 IAELEMKDIQGWTALFHCTSAGHQH

MVRFLLDSGANANVREPICGFTPLM
EAAAAGHEIIVQYFLNHGVKVDARD
HSGATARMLAKQYGHMKIVALMDT
'YSPSLPKSLYRSPEKYEDLSSSDESC
PAPQRQRPCRKKGVSIHEGPRALARI
'TGIGLGGRAPRPRYEQAPPRGYVTFN
SSGENPLEEEGLCCRDVTSPINERD
VESSSSSSSREEHAFCANLGPVQSS
SSSEGLARAQGLSSEASVESNEDSD
HACKSSARKQAKSYMKTKNPDSQW
PPRAATDREGFLAESSPQTQRAPYSG
PQDLAALLEQIGCLKYLQVFEEQDV
DLRIFLTLTESDLKEIGITLFGPKRKM
TSAIARWHSSARPPGDALELAYADRL
EAEMQELAIQLHKRCEEVEATRGQV
CQEQELRAVVESCLLEQDRAREDLQ
IARLRETWALARDAALVLDQLRACQA
ELSSRVRQDQPPGAATLGLAVPPAD
SKGWQASLQAMSLPELSGALEDRV
REMGQALCLVTQSLEKLQVLNGKK
WRET




