}Jl;l iprotKB Entry name |organism full oglcnacscore o.glcnac p.h osphorylation PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion enc!oplasmlc golgi plasma extr_ace]
name sites sites reticulum |apparatus membrane region
Q6ZWN5 |[RS9_MOUSE Mus Small 36.563438 NaN S153;S163 33300544;22645316;24788674;374 [MPVARSWVCRKTYVTPRRPFEKSRL [True False 5.0 3.809 |1.886 1.393 0.814 1.565 1.658
musculus [ribosomal 53647;36288343;39627609;375070 [DQELKLIGEYGLRNKREVWRVKFTL
subunit 81 IAKIRKAARELLTLDEKDPRRLFEGNA
protein LLRRLVRIGVLDEGKMKLDYILGLKI
uS4 EDFLERRLQTQVFKLGLAKSIHHAR
IVLIRQRHIRVRKQVVNIPSFIVRLDS
QKHIDFSLRSPYGGGRPGRVKRKNA
KKGQGGAGAGDDEEED




