UniprotKB Entry name |organism full oglcnacscore oglcnac p.h osphorylation PMIDS |sequence intracellular lextracellular |cytosol nucleus mitochndrion enc}oplasmlc golgi plasma extlfacellular
ID name sites sites reticulum apparatus membrane region
Q6ZWQ7 |SPCS3_MOUSE [Mus Signal 38.223321 NaN NaN 40997131 MNTVLSRANSLFAFSLSVMAALTFG |False False 0.593 (0.887 |1.414 3.333 False False 1.875
musculus |peptidase CFITTAFKDRSVPVRLHVSRIMLKNV
complex EDFTGPRERSDLGFITFDITADLENIF
subunit 3 DWNVKQLFLYLSAEYSTKNNALNQ

IVVLWDKIVLRGDNPKLLLKDMKTKY
FFFDDGNGLKGNRNVTLTLSWNVV
PNAGILPLVTGSGHVSVPFPDTYEIT
KSY




