}Jl;l iprotKB Entry name [organism [full name |oglcnacscore o.glcnac phosphorylation sites |PMIDS sequence intracellular |extracellular |cytosol nucleus mitochndrion em!oplasmlc golgi plasma
sites reticulum apparatus membrane
Q6ZWX6  [IF2A_MOUSE Mus Eukaryotic [44.235319 T222 S49;552;S158;T279;T281 [22645316;40885482;37507081;358 [MPGLSCRFYQHKFPEVEDVVMVNV (True False 4.608 5.0 4.467 2.447 1.589 1.512
musculus [translation 22049;37453647;34678516 RSIAEMGAYVSLLEYNNIEGMILLSE
initiation LSRRRIRSINKLIRIGRNECVVVIRVD
factor 2 KEKGYIDLSKRRVSPEEAIKCEDKFT
subunit 1

KSKTVYSILRHVAEVLEYTKDEQLES
LFQRTAWVFDDKYKRPGYGAYDAFK
HAVSDPSILDSLDLNEDEREVLINNI
NRRLTPQAVKIRADIEVACYGYEGID
AVKEALRAGLNCSTETMPIKINLIAP
PRYVMTTTTLERTEGLSVLNQAMAV
IKEKIEEKRGVFNVQMEPKVVTDTD
ETELARQLERLERENAEVDGDDDAE
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