UniprotKB Entry name organism [full name |oglcnacscore oglcnac p.h osphorylation PMIDS |[sequence intracellular extracellular [cytosol nucleus jmitochndrion enc.loplasmlc golgi plasma extl:acellular
ID sites sites reticulum apparatus membrane region
Q6ZWZ2 |UB2R2 MOUSE Mus Ubiquitin- (36.83566 T186 S233 40885482 MAQQQMTSSQKALMLELKSLQEEP |False False 2.479 [2.842 |0.871 0.567 False 0.864 0.61
musculus [conjugating VEGFRITLVDESDLYNWEVAIFGPPN
enzyme E2 TLYEGGYFKAHIKFPIDYPYSPPTFRF
R2 LTKMWHPNIYENGDVCISILHPPVD

DPQSGELPSERWNPTQNVRTILLSVI
SLLNEPNTFSPANVDASVMFRKWR
DSKGKDKEYAEIIRKQVSATKAEAEK
DGVKVPTTLAEYCIKTKVPSNDNSSD
LLYDDLYDDDIDDEDEEEEDADCYD
DDDSGNEES




