UniprotkB Entry name organism full oglcnacscore o.glcnac p.h osphorylation PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion enc'loplasmlc golgi plasma extr.acellular
ID name sites sites reticulum apparatus membrane [region
Q70CQ4 UBP31_HUMAN Homo Ubiquitin (19.376537 T1023;S1206 [NaN 28411811;30379171 MSKVTAPGSGPPAAASGKEKRSFSK (None None None |None None None None None None
sapiens |carboxyl- RLFRSGRAGGGGAGGPGASGPAAPS
terminal SPSSPSSARSVGSFMSRVLKTLSTLS
hydrolase HLSSEGAAPDRGGLRSCFPPGPAAA
31 PTPPPCPPPPASPAPPACAAEPVPGV

IAGLRNHGNTCFMNATLQCLSNTEL
FAEYLALGQYRAGRPEPSPDPEQPA
GRGAQGQGEVTEQLAHLVRALWTL
EYTPQHSRDFKTIVSKNALQYRGNS
QHDAQEFLLWLLDRVHEDLNHSVK
QSGQPPLKPPSETDMMPEGPSFPVC
STFVQELFQAQYRSSLTCPHCQKQS
NTFDPFLCISLPIPLPHTRPLYVTVVY
QGKCSHCMRIGVAVPLSGTVARLRE
IAVSMETKIPTDQIVLTEMYYDGFHR
SFCDTDDLETVHESDCIFAFETPEIF
RPEGILSQRGIHLNNNLNHLKFGLD
'YHRLSSPTQTAAKQGKMDSPTSRAG
SDKIVLLVCNRACTGQQGKRFGLPF
VLHLEKTIAWDLLQKEILEKMKYFLR
PTVCIQVCPFSLRVVSVVGITYLLPQE
EQPLCHPIVERALKSCGPGGTAHVK
LVVEWDKETRDFLFVNTEDEYIPDA
ESVRLQRERHHQPQTCTLSQCFQLY
TKEERLAPDDAWRCPHCKQLQQGSI
TLSLWTLPDVLIIHLKRFRQEGDRR
MKLQNMVKFPLTGLDMTPHVVKRS
QSSWSLPSHWSPWRRPYGLGRDPE
DYIYDLYAVCNHHGTMQGGHYTAYC
KNSVDGLWYCFDDSDVQQLSEDEV
CTQTAYILFYQRRTAIPSWSANSSVA
GSTSSSLCEHWVSRLPGSKPASVTS
IAASSRRTSLASLSESVEMTGERSED
DGGFSTRPFVRSVQRQSLSSRSSVTS
PLAVNENCMRPSWSLSAKLQMRSN
SPSRFSGDSPIHSSASTLEKIGEAAD
DKVSISCFGSLRNLSSSYQEPSDSHS
RREHKAVGRAPLAVMEGVFKDESDT
RRLNSSVVDTQSKHSAQGDRLPPLS
GPFDNNNQIAYVDQSDSVDSSPVKE
VKAPSHPGSLAKKPESTTKRSPSSKG
TSEPEKSLRKGRPALASQESSLSSTS
PSSPLPVKVSLKPSRSRSKADSSSRG
SGRHSSPAPAQPKKESSPKSQDSVS
SPSPQKQKSASALTYTASSTSAKKAS
GPATRSPFPPGKSRTSDHSLSREGS
RQSLGSDRASATSTSKPNSPRVSQA
RAGEGRGAGKHVRSSSMASLRSPST
SIKSGLKRDSKSEDKGLSFFKSALRQ
KETRRSTDLGKTALLSKKAGGSSVKS
VCKNTGDDEAERGHQPPASQQPNA
NTTGKEQLVTKDPASAKHSLLSARK
SKSSQLDSGVPSSPGGRQSAEKSSK

KLSSSMQTSARPSQKPQ




