}11;1 iprotKB Entry name |organism full name [oglcnacscore O.glcnac ‘p.h osphorylation PMIDS [sequence intracellular [extracellular |cytosol nucleus mitochndrion enc_loplasmlc golgi plasma extl:acellular
sites sites reticulum |apparatus membrane region
Q70UZ7 VWA2 MOUSE |Mus von 29.125745 NaN NaN 39927985 MPPLLLLPAIYMLLFFRVSPTISLQEV [False True False |False False 0.281 False 2.578 5.0
musculus (Willebrand HVNRETMGKIAVASKLMWCSAAVDI
factor A LFLLDGSHSIGKGSFERSKRFAIAAC
domain- DALDISPGRVRVGALQFGSTPHLEFP
containing LDSFSTRQEVKESIKGIVFKGGRTET
protein 2 GLALKRLSRGFPGGRNGSVPQILIIV

TDGKSQGPVALPAKQLRERGIVVFAV
GVRFPRWDELLTLASEPKDRHVLLA
EQVEDATNGLLSTLSSSALCTTADPD
CRVEPHPCERRTLETVRELAGNALC
WRGSRQADTVLALPCPFYSWKRVFQ
THPANCYRTICPGPCDSQPCQNGGT
CIPEGVDRYHCLCPLAFGGEVNCAP
KLSLECRIDVLFLLDSSAGTTLGGFR
RAKAFVKRFVQAVLREDSRARVGIAS
YGRNLMVAVPVGEYQHVPDLIRSLD
SIPFSGGPTLTGSALLQVAEHGFGSA
SRTGQDRPRRVVVLLTESRSQDEVS
GPAAHARARELLLLGVGSEILQAELV
KITGSPKHVMVHTDPQDLFSQIPEL
QRRLCSQPRPGCQAQSLDLVFLLDA
SASVGRENFAQMQSFIRKCTLRFDV
NPDVTQVGLVVYGSRVQTAFGLDTH
PTRAAVLRAMSQAPYLGGVGSAGTA
LLHIEDKVMTVQRGARPGVPKAVVM
LTGGSGAEDAAVPAQKLRGNGISVL
IVMSVGAVLREAVRRLAGPRDSLIHV
IAAYTDLPYHQDMLIEWLCREARLPV
NLCKPSPCMNEGTCVLKNGSYRCE
CRGGWEGPHCENRILRGDAPMARS
FHQEPAGLQGPTPSQQAPKHLRIGK
IALSSAK




