UniprotKB Entry name organism full name |oglcnacscore oplcnac iphosphorylation sites PMIDS |[sequence intracellular |extracellular |cytosol nucleus mitochndrion em!oplasmlc golgi I extx:acelh

ID sites reticulum |apparatus| membrane region

Q71M36  |CSPG5_MOUSE |Mus Chondroitin [24.474581 NaN S467;S475;5483;5543;S475;S477;T 33300544 MGRAGGGGPDWGPPPVLLLLGVTL [None None None [None |None None None None None
musculus |sulfate 478;5394;5396;T397 IVLTAGAVPARETGSAIEAEELVRSSL

proteoglycan

IAWESRANDTREEAGLPAAGEDETS
WTERGSEMAAVGPGVGPEEALEASA
IAVTGTAWLEADGPGLGGVTAEAGSG
DAQTLPATLQAPDEALGSSTMPPAIP
EATETSGPPSPAVHDKPSVGPELPKE
IPLEVRLNLGGSTPEPTFPLQGTLET
QPASDIIDIDYFEGLDSEGRGADMGS
FPGSPGTSENHPDTEGETPSWSLLD
LYDDFTPFDESDFYPTTSFYDDLEEE
EEEEEDKDTVGGGDLEDENDLLLPS
QKPGVGPGTGQPTNRWHAVPPQHT
LGMVPGSSISLRPRPGDPGKDLASG
ENGTECRVGFVRHNGSCRSVCDLF
PSYCHNGGQCYLVENIGAFCRCNTQ
DYIWHKGMRCESIITDFQVMCVAVG
SAALVLLLLFMMTVFFAKKLYLLKTE
NTKLRRTNKFRTPSELHNDNFSLST
IAEGSHPNVRKFCDTPRVSSPHARA
LAHYDNIVCQDDPSAPHKIQDPLKS
RLKEEESFNIQNSMSPKLEGGKGDQ

DDLGVNCLQNNLT




