UniprotKB Entry name organism full oglcnacscore ogjlcnac p.h osphorylation PMIDS |sequence intracellular extracellular [cytosol nucleus mitochndrion enc.loplasmlc golgi plasma extl"acellular
1D name sites sites reticulum apparatus membrane [region
Q75N62 GIMA8_MOUSE Mus GTPase |25.810548 NaN NaN 29187734 MATSSHQGAAAGSQAEHRSCEASV [None None None |None None None None None None
musculus [IMAP GQGERPSASQGQEGNFKQNQGTST
family LRLLLLGKQGAGKSATGNTILGKAVF
member ESKFSDHMVTDRCQSESVSVRGKQ

VIVIDTPDLFSSLSCSEVRQQNLKQC
LELLADDHCVLLLVTPIGHYTEEDRE
TIEGIWGKIGPKAYRHMIVVFTREDE
LDEDSLWNYIESKESLKELIKNIGSR
RCCTFNNKADKKQRELQVFKLLDAI
ELLMMESPEPYFEPLKMESSGVQG
CGNGVTYEGDTLCGSKKRQPQITGP
DCDPDMPELRVLLMGKRGVGKSAA
GNSILGKQVFKTQFSEKQRVTKAFA
SHSRVWQGKKVLIIDSPEISSWKLDE
SAVKNHTFPGPHAFLLVTPLGSSLKS
DDDVFSIIKRIFGEKFTKFTIVLFTRK
EDFEDQALDKVIKENDALYNLTQKF
GERYAIFNYRASVEEEQSQVGKLLS
QIEKMVQCHSNKPCVIREKELLNIIL
LGRSGAGKSATGNTILGRSAFFSQLR
AQPVTSSSQSGKRTLDWQDVVVVDT
PSFIQTPGTEKDPSRLKEEIHHCLSL
CEEGMKIFVLVLQLGRFTQEDEVVV
EQLEASFEENIMKYMIVLFTRKEDL
GDGDLHDYTNNTKNKALKKILKKCN
GRVCAFNNKETGEDQETQVKGLLKI
ANSLKKNYDEHSNSWVGQLKSTLG
QITMAFK




