
UniprotKB
ID Entry	name organism full	name oglcnacscore oglcnacsites

phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

Q761V0 SC6A5_MOUSE Mus
musculus

Sodium-
and
chloride-
dependent
glycine
transporter
2

39.300316 S56;S137 S58;T59;S86 40021952;22645316 MDCSAPKEMNKQPANILEAAVPGH
RDSPRAPRTSPEQDLPAEAPAATVQP
PRVPRSASTGAQTFQSADARACEAQ
QSGVGFCNLSSPRAQATSAALRDLS
EGHSAQANPPSGPAGAGNALHCKIP
ALRGPEEDANVSVGKGTLEHNNTPA
VGWVNMSQSTVVLGTDGIASVLPGS
VATTTIPEDEQGDENKARGNWSSKL
DFILSMVGYAVGLGNVWRFPYLAFQ
NGGGAFLIPYLMMLALAGLPIFFLEV
SLGQFASQGPVSVWKAIPALQGCGIA
MLIISVLIAIYYNVIICYTLFYLFASFVS
VLPWGSCNNPWNTPECKDKTKLLL
DSCVIGDHPKIQIKNSTFCMTAYPNL
TMVNFTSQTNKTFVSGSEEYFKYFV
LKISAGIEYPGEIRWPLAFCLFLAWVI
VYASLAKGIKSSGKVVYFTATFPYVV
LVILLIRGVTLPGAGAGIWYFITPKWE
KLTDATVWKDAATQIFFSLSAAWGG
LITLSSYNKFHNNCYRDTLIVTCTNS
ATSIFAGFVIFSVIGFMANERKVNIE
NVADQGPGIAFVVYPEALTRLPLSPF
WAIIFFLMLLTLGLDTMFATIETIVTS
ISDEFPKYLRTHKPVFTLGCCICFFI
MGFPMITQGGIYMFQLVDTYAASYA
LVIIAIFELVGISYVYGLQRFCEDIEM
MIGFKPNIFWKVCWAFVTPTILTFIL
CFSFYQWEPMTYGSYRYPNWSMVL
GWLMLACSVIWIPIMFVIKMYLAPG
RFIERLKLVCSPQPDWGPFLAQHRG
ERYKNMIDPLGTSSLGLKLPVKDLEL
GTQC

False False 1.329 False False False False 4.2 False


