UniprotkB Entry name organism full name oglcnacscore o.glcnac p.h osphorylation PMIDS |sequence intracellular extracellular cytosol nucleus mitochndrion en(.loplasmlc golgi plasma extr.‘acellular
ID sites sites reticulum apparatus membrane [region
Q78J03 MSRB2_MOUSE [Mus Methionine- (25.629171 NaN NaN 36288343 MARLLRALRGLPLLQAPGRLARGCA ([True False 1.95 1.701 [4.641 1.525 0.975 1.439 1.75
musculus [R-sulfoxide GSGSKDTGSLTKSKRSLSEADWQKK
reductase B2, LTPEQFYVTREKGTEAPFSGMYLNN
mitochondrial KETGMYHCVCCDSPLFSSEKKYCSG
TGWPSFSEAYGSKGSDESHTGILRR
LDTSLGCPRMEVVCKQCEAHLGHV
FPDGPKPTGQRFCINSVALKFKPSKP




