}Jl;l iprotKB Entry name |organism full name oglcnacscore oglcnac phosp ylation sites PMIDS sequence intracellular |extracellular cytosol nucleus mitochndrion em!oplasmlc golgi I
sites reticulum apparatus membrane
Q78PY7 SND1_MOUSE [Mus Staphylococcal |25.700107 NaN T103;T235;T240;5426;S645;T779;S |37453647;39627609 [MASSAQSSGSSGGPAVPTVQRGIVK [True False 3.879 [5.0 4.411 1.604 1.024 1.473
musculus [nuclease 785;S909 MVLSGCAIIVRGQPRGGPPPERQINL
domain- SNIRAGNLARRAAATQPDGKDTPDE
containing PWAFPAREFLRKKLIGKEVCFTIENK
protein 1 TPQGREYGMIYLGKDTNGENIAESL

'VAEGLATRREGMRANNPEQNRLSE
CEEQAKASKKGMWSEGNGSHTIRD
LKYTIENPRHFVDSHHQKPVNAIIEH
VRDGSVVRALLLPGHHLVTVMLSGI
KCPTFRRETDGSETPEPFAAEAKFFT
ESRLLQRDVQIILESCHNQNLLGTIL
HPNGNITELLLKEGFARCVDWSIAV
YTRGAEKLRAAERFAKERRLRIWRD
'YVPPTANLDQKDKQFVAKVMQVLN
IADATIVVKLNSGDYKTIHLSSIRPPRLE
GDNIQDKNKKLRPLYDIPYMFEARE
FLRKKLIGKKVNVTVDYIRPASPATE
'TVPAFSERTCATVTIGGINIAEALVSK
GLATVIRYRQDDDQRSSHYDELLAA
EARAIKNGKGLHSKKEVPIHRVADIS
GDTQKAKQFLPFLQRAGRSEAVVEY
VFSGSRLKLYLPKETCLITFLLAGIEC
PRGARNLPGLVQEGEPFSEEATLFT
KELVLQREVEVEVESMDKAGNFIGW
LHMDGANLSVLLVEQALSKVHFTAE
RSAYYKPLLSAEEAAKQRKEKVWAH
YEERPVEEVMPVLEEKERSASYKPV
FVTEITDDLHFYVQDVETGTQLEKL
MENMRNDISSHPPVEGSYAPRRGE
FCIAKFVDGEWYRARVEKVESPAKV
HVFYIDYGNREILPSTRLGTLPPAFST
RVLPAQATEYAFAFIQVPQDEDARTD
IAVDSVVRDIQNTQCLLNVEHLSASC
PHVTLQFADSKGDVGLGLVKEGLVM
VEVRKEKQFQKVITEYLNAQESAKS
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