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UniprotKB Entry name organism full oglcnacscore oglcnac Cea rylation PMIDS |sequence intracellular [extracellular cytosol [nucleus mitochndrion em!oplasmlc golgi plasma extl.'acellular
ID name sites sites reticulum apparatus membrane [region
Q7JWQ7 Q7JWQ7_DROME [Drosophila NaN [25.496522 NaN NaN 33925313 |MSIKCVHLVGLLVLLMGGANALFDH |None None None |None None None None None None
melanogaster TLKRDFPGPYCARENTCCKDRHDGC

SVPISNTLCYCDEFCDRDDSSDCCP
DYRSFCIGEVDPIISCEHNGVYFSKY
NTTWDNCNECRCLEGGSVQCDEDL
CLTDDAIVHSVNSIHRLGWSARKYD
QWWGRKYSEGLKLRLGTKEPTYRVK
AMTRLKNPTDGLPSSFNALDKWSSY
ISEVPDQGWCGASWVLSTTSVASDR
FAIQSKGKENVQLSAQNILSCTRRQ
QGCEGGHLDAAWRYLHKKGVVDEN
CYPYTQHRDTCKIRHNSRSLRANGC
QKPVNVDRDSLYTVGPAYSLNREAD
IMAEIFHSGPVQATMRVNRDFFAYS
GGVYRETAANRKAPTGFHSVKLVGW
GEEHNGEKYWIAANSWGSWWGEH
GYFRILRGSNECGIEEYVLASWPYVY
SYYNVKSA




