melanogaster

glycoprotein p62

UniprotKB Entry name organism full name oglcnacscore o.glcnac p.h osphorylation PMIDS sequence
ID sites sites
Q7]XF5 NUP62 DROME |Drosophila Nuclear pore 16.334393 NaN NaN 33925313;28604694 MVFQLPTTTAAPTGGATSSFSFGLST

GTPAAAPASGAATTAPATKTTFSFGT
PAPTAGIGGGDADNSKAQAPPAFGF
GLGSGTASAPLTLGTQAAANPASTTS
ATATGTSAAPPAFGGFTAQPAASVVP
TIATSAPNTAATTTGLLGGSGLGAPK
TTAAASTTLTAAPSAIASTQGAAPAPT
LSTGGAFANLTTETKTTDSSAVSTAS
QLSYHQLEEHINKWTLEFEEQEKVF
TEQATQINAWDKLLISNNGKIVELN
DAVKKVKTDQQVLDQELEFIATQQK
ELEDSLGPLEKEFVNLPRVDMERSQ
TYLMVENLDTQLKQMSEDLKEIIDN
LNEANKGQDTTDPIIQIGKILNAHM
NSLQWIESQSTNISKKLEDIGKIQDS
QKRDIFRAPF




