}Jl;l iprotKB Entry name |organism [full name |oglcnacscore oglcnac sites phosphorylation |,y sequence intracellular |extracellular [cytosol [nucleus jmitochndrion | .. | golgi plasma
sites reticulum apparatus membra
Q7L2H7 EIF3M_HUMAN Homo Eukaryotic |17.189134 S133;T341;S372(S2;S152;S367 23301498;40307207;40596516;386 [MSVPAFIDISEEDQAAELRAYLKSKG [True False 4.728 |2.694 1.243 1.254 0.756 0.905
sapiens |[translation 65916;34725712;40914422;393022 |AEISEENSEGGLHVDLAQIIEACDVC
initiation 47,28510447,;33465208 LKEDDKDVESVMNSVVSLLLILEPD
factor 3 KQEALIESLCEKLVKFREGERPSLRL
subunit M QLLSNLFHGMDKNTPVRYTVYCSLI

KVAASCGAIQYIPTELDQVRKWISDW
NLTTEKKHTLLRLLYEALVDCKKSD
IAASKVMVELLGSYTEDNASQARVDA
HRCIVRALKDPNAFLFDHLLTLKPVK
FLEGELIHDLLTIFVSAKLASYVKFYQ
NNKDFIDSLGLLHEQNMAKMRLLT
FMGMAVENKEISFDTMQQELQIGA
DDVEAFVIDAVRTKMVYCKIDQTQR
KVVVSHSTHRTFGKQQWQQLYDTL
NAWKQNLNKVKNSLLSLSDT




