
UniprotKB
ID Entry	name organism full	name oglcnacscore oglcnacsites

phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

Q7L576 CYFP1_HUMAN Homo
sapiens

Cytoplasmic
FMR1-
interacting
protein	1

23.663582 S891 S583;T1234 35138101;38665916;41350704;285
10447;34725712;33214551;276558
45;34019948;35008409

MAAQVTLEDALSNVDLLEELPLPDQ
QPCIEPPPSSLLYQPNFNTNFEDRN
AFVTGIARYIEQATVHSSMNEMLEE
GQEYAVMLYTWRSCSRAIPQVKCNE
QPNRVEIYEKTVEVLEPEVTKLMNF
MYFQRNAIERFCGEVRRLCHAERRK
DFVSEAYLITLGKFINMFAVLDELKN
MKCSVKNDHSAYKRAAQFLRKMAD
PQSIQESQNLSMFLANHNKITQSLQ
QQLEVISGYEELLADIVNLCVDYYEN
RMYLTPSEKHMLLKVMGFGLYLMD
GSVSNIYKLDAKKRINLSKIDKYFKQ
LQVVPLFGDMQIELARYIKTSAHYEE
NKSRWTCTSSGSSPQYNICEQMIQI
REDHMRFISELARYSNSEVVTGSGR
QEAQKTDAEYRKLFDLALQGLQLLS
QWSAHVMEVYSWKLVHPTDKYSNK
DCPDSAEEYERATRYNYTSEEKFALV
EVIAMIKGLQVLMGRMESVFNHAIR
HTVYAALQDFSQVTLREPLRQAIKKK
KNVIQSVLQAIRKTVCDWETGHEPF
NDPALRGEKDPKSGFDIKVPRRAVG
PSSTQLYMVRTMLESLIADKSGSKK
TLRSSLEGPTILDIEKFHRESFFYTHL
INFSETLQQCCDLSQLWFREFFLEL
TMGRRIQFPIEMSMPWILTDHILETK
EASMMEYVLYSLDLYNDSAHYALTR
FNKQFLYDEIEAEVNLCFDQFVYKL
ADQIFAYYKVMAGSLLLDKRLRSEC
KNQGATIHLPPSNRYETLLKQRHVQ
LLGRSIDLNRLITQRVSAAMYKSLEL
AIGRFESEDLTSIVELDGLLEINRMT
HKLLSRYLTLDGFDAMFREANHNV
SAPYGRITLHVFWELNYDFLPNYCY
NGSTNRFVRTVLPFSQEFQRDKQPN
AQPQYLHGSKALNLAYSSIYGSYRNF
VGPPHFQVICRLLGYQGIAVVMEELL
KVVKSLLQGTILQYVKTLMEVMPKIC
RLPRHEYGSPGILEFFHHQLKDIVEY
AELKTVCFQNLREVGNAILFCLLIEQ
SLSLEEVCDLLHAAPFQNILPRVHVK
EGERLDAKMKRLESKYAPLHLVPLIE
RLGTPQQIAIAREGDLLTKERLCCGL
SMFEVILTRIRSFLDDPIWRGPLPSN
GVMHVDECVEFHRLWSAMQFVYCI
PVGTHEFTVEQCFGDGLHWAGCMII
VLLGQQRRFAVLDFCYHLLKVQKHD
GKDEIIKNVPLKKMVERIRKFQILND
EIITILDKYLKSGDGEGTPVEHVRCF
QPPIHQSLASS

True False 4.5 2.402 1.95 1.114 0.893 1.814 4.273


