FGKKCWRKVWALLYAGGPSGVARL
ESWEVRDGGLGAAGDRSAGPGRRG
ERRVIRLADCVSVLPADGESCPRDTG
IAFLLTTTERSHLLAAQHRQAWMGPI
CQLAFPGTGEASSGSTDAQSPKRGL
IVPMEENSIYSSWQEVGEFPVVVQRT
EAATRCQLKGPALLVLGPDAIQLREA
KGTQALYSWPYHFLRKFGSDKGVFS
FEAGRRCHSGEGLFAFSTPCAPDLC
RAVAGAIARQRERLPELTRPQPCPLP
RATSLPSLDTPGELREMPPGPEPPTS
RKMHLAEPGPQSLPLLLGPEPNDLA
SGLYASVCKRASGPPGNEHLYENLC
IVLEASPTLHGGEPEPHEGPGSRSPT
TSPIYHNGQDLSWPGPANDSTLEAQ
'YRRLLELDQVEGTGRPDPQAGFKAK

LVTLLSRERRKGPAPCDRP

UniprotKB Entry name |organism full oglcnacscore o'glcnac phosphorylation sites PMIDS |[sequence intracellular extracellular cytosol nucleus mitochndrion em!oplasmlc golgi plasma exn:acellular
ID name sites reticulum apparatus membrane region
Q7L591 DOK3_HUMAN [Homo Docking [18.379595 S483 S194;S330;S364;T381;S425 (30379171 MTRGARLRSDARAQLNQLSLDGGT |None None None [None None None None None None
sapiens  |protein GSGQKGKCEEFPSSLSSVSPGLEAA
3 ALLLAVTMDPLETPIKDGILYQQHVK




