UniprotKB Entry name organism (full name oglcnacscore oglcnac phosphorylation sites ([PMIDS sequence intracellular |extracellular |cytosol nucleus mitochndrion en(.ioplasmlc golgi plasn
ID sites reticulum |apparatus mem
Q7L7X3 TAOK1_HUMAN [Homo Serine/threonine-|25.86394 T288;5839(59;5421;S445;T669;S965|25367160;30620550;38665916 MPSTNRAGSLKDPEIAELFFKEDPE (True False 4.569 [3.208 [1.545 1.279 0.997 1.676
sapiens [protein kinase KLFTDLREIGHGSFGAVYFARDVRT
TAO1 NEVVAIKKMSYSGKQSTEKWQDIIK

EVKFLQRIKHPNSIEYKGCYLREHTA
WLVMEYCLGSASDLLEVHKKPLQEV
EIAAITHGALQGLAYLHSHTMIHRDI
KAGNILLTEPGQVKLADFGSASMAS
PANSFVGTPYWMAPEVILAMDEGQY
DGKVDVWSLGITCIELAERKPPLFN
MNAMSALYHIAQNESPTLQSNEWS
DYFRNFVDSCLQKIPQDRPTSEELLK
HIFVLRERPETVLIDLIQRTKDAVREL
DNLQYRKMKKLLFQEAHNGPAVEA
QEEEEEQDHGVGRTGTVNSVGSNQ
SIPSMSISASSQSSSVNSLPDVSDDK
SELDMMEGDHTVMSNSSVIHLKPE
EENYREEGDPRTRASDPQSPPQVSR
HKSHYRNREHFATIRTASLVTRQMQ
EHEQDSELREQMSGYKRMRRQHQ
KQLMTLENKLKAEMDEHRLRLDKD
LETQRNNFAAEMEKLIKKHQAAME
KEAKVMSNEEKKFQQHIQAQQKKE
LNSFLESQKREYKLRKEQLKEELNE
NQSTPKKEKQEWLSKQKENIQHFQ
AEEEANLLRRQRQYLELECRRFKRR
MLLGRHNLEQDLVREELNKRQTQK
DLEHAMLLRQHESMQELEFRHLNT
IQKMRCELIRLQHQTELTNQLEYNK
RRERELRRKHVMEVRQQPKSLKSK
ELQIKKQFQDTCKIQTRQYKALRNH
LLETTPKSEHKAVLKRLKEEQTRKLA
ILAEQYDHSINEMLSTQALRLDEAQ
EAECQVLKMQLQQELELLNAYQSKI
KMQAEAQHDRELRELEQRVSLRRA
LLEQKIEEEMLALQNERTERIRSLLE
RQAREIEAFDSESMRLGFSNMVLSN
LSPEAFSHSYPGASGWSHNPTGGPG
PHWGHPMGGPPQAWGHPMQGGPQ
PWGHPSGPMQGVPRGSSMGVRNSP
QALRRTASGGRTEQGMSRSTSVTSQ
ISNGSHMSYT




