}Jl;l iprotKB Entry name organism (full name oglcnacscore o-glcnac p.h osphorylation PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion enc:!oplasmlc golgi plasma extr-ac
sites sites reticulum |apparatus membrane regior
Q7L8L6 FAKD5_HUMAN [Homo FAST kinase (14.128268 NaN S95 30379171;37217939;28510447 MAATLKSLKLVRYRAFCSPSAFGAV [None None None [None |None None None None None
sapiens |domain- RSVSYWNVSSTQHGGQDPPEHISLC
containing HSAKKVKNICSTFSSRRILTTSSAHP
protein 5, GLEFSKTSSSKASTLQLGSPRATGVD

mitochondrial

EEDVEVFDSFENMRVFLQLRPEYRV
HSYNASETSQLLSVSEGELILHKVRV
NQNNLQAQVIVDYLCKLSSLPAEQH
PVLLGSTSFALLCQLSVKKIQLFDTQ
DLINVLKAFVILGIPHSHSMLDVYET
KCCHQVWEMNMDQLLLVADLWRY
LGRKVPRFLNIFSSYLNLHWKDLSL
SQLVHLIYVIGENRQVSQDLMQKLE
SLILKYIDLINLEEVGTICLGFFKSST
NLSEFVMRKIGDLACANIQHLSSRS
LVNIVKMFRFTHVDHINFMKQIGEI
IAPQRIPSLGVQGVMHLTLYCSALRFL
NEGVMNAVAASLPPRVAHCRSKDV
IAKILWSFGTLNYKPPNAEEFYSSLIS
EIHRKMPEFNQYPEHLPTCLLGLAF
LEYFPVELIDFALSPGFVRLAQERTK
FDLLKELYTLDGTVGIECPDYRGNRL
STHLQQEGSELLWYLAEKDMNSKP
EFLETVFLLETMLGGPQYVKHHMIL
PHTRSSDLEVQLDVNLKPLPFNREA
TPAENVAKLRLEHVGVSLTDDLMNK
LLKGKARGHFQGKTESEPGQQPME
LENKAAVPLGGFLCNVADKSGAME
MAGLCPAACMQTPRMKLAVQFTNR
NQYCYGSRDLLGLHNMKRRQLARL
GYRVVELSYWEWLPLLKRTRLEKLA
FLHEKVFTSAL




