CESSVCGEVGMGPSSLNRHIRDHTG
REPNEYQEYGKKSYTRNQCGRALSY
HRSFPVRERTHPGGKPYDCKECGET
FISLVSIRRHMLTHRGGVPYKCKVC
GKAFDYPSLFRIHERSHTGEKPYECK
QCGKAFSCSSYIRIHERTHTGDKPYE
CKQCGKAFSCSKYIRIHERTHTGEKP
'YECKQCGKAFRCASSVRSHERTHTG
EKLFECKECGKALTCLASVRRHMIK
HTGNGPYKCKVCGKAFDFPSSFRIH
ERTHTGEKPYDCKQCGKAFSCSSSF
RKHERIHTGEKPYKCTKCGKAFSRS
SYFRIHERTHTGEKPYECKQCGKAF
SRSTYFRVHEKIHTGEKPYENPNPN
IASVVPVLS

UniprotKB Entry name organism full oglcnacscore °9 lcnac p‘h osphorylation PMIDS |sequence intracellular extracellular [cytosol nucleus mitochndrion em:loplasmlc golgi plasma extt"acellular
1D name sites sites reticulum apparatus membrane [region
Q71945 ZN627_HUMAN [Homo Zinc  [18.379595 NaN NaN 30379171 MDSVAFEDVAVNFTLEEWALLDPS [None None None [None None None None None None
sapiens finger QKNLYRDVMRETFRNLASVGKQWE
protein DQNIEDPFKIPRRNISHIPERLCESK
627 EGGQGEETFSQIPDGILNKKTPGVKP




