UniprotKB Entry name organism full oglcnacscore o‘glcnac p.h osphorylation PMIDS [sequence intracellular extracellular [cytosol nucleus lmitochndrion en(!oplasmlc golgi plasma extl:acellular
ID name sites sites reticulum apparatus membrane [region
Q7M729 SCN4B_MOUSE Mus Sodium |29.185005 NaN NaN 22645316 MSRAGNRGNTQARWLGTGLLGLFL |False True 1.11 1.486 1.337 1.415 0.76 4.744 1.691
musculus [channel LPMYLSLEVSVGKATTIYAINGSSILL
subunit PCTFSSCYGFENLYFKWSYNNSETS
beta-4 RILIDGIVKNDKSDPKVRVKDDDRIT
LEGSTKEKTNNISILLSDLEFSDTGR

IYTCFVRNPKEKDLNNSATIFLQVVD
KLEKVDNTVTLIILAVVGGVIGLLVCI
LLLKKLITFILKKTREKKKECLVSSSG
NDNTENGLPGSKAEEKPPTKV




