UniprotKB Entry name organism [full name |oglcnacscore oglcnac p.h osphorylation PMIDS |sequence intracellular extracellular [cytosol nucleus mitochndrion em‘loplasmlc golgi [plasma extl:acellular
ID sites sites reticulum apparatus membrane region
Q7SXT5 Q7SXT5 _DANRE |Danio Xaa-Pro 26.412228 NaN NaN 40044042 [MASSQQKAVYWLGNDTLRVSAALF [NaN NaN NaN [NaN NaN NaN NaN NaN None

rerio dipeptidase ALNRERLCVGLKALPDLQAGSVVVL

QGGEQKQRYCTDTDETFRQESFFH
'WSFGVTEADCYGAIDVDSKKSLLFV
PKLPESYATWMGEIFPPGHFKEKYA
VDEVHFTTDIADVLAKMKPSVLLTLR
GLNTDSGSTCREASFKGISRFEVNN
SLLHPVIVECRLLKTDMELEVLRYTN
RISSEAHKEVMRRVKPGLKEYEMES
LFQHYCYSRGGMRHTSYTCICGSGN
NSSILHYGHAGAPNDKTIQDGDMCL
FDMGGEYYCYSSDITCSFPANGKFT
ADQRTIYEAVLKSSRAVMAAIKPGVK
'WTDMHRLADRVHLEELLKIGILHGD
IVEEMLKVHLGSVFMPHGLGHLLGI
DVHDVGGYPEGVERVHEPGLKSLR
MGRVVQERMVLTVEPGIYFINHLLD
KALASPAQCGFINTAVLTRFRGFGGV
RIEDDIAVTADGVELLTCVPRTVEEIE

AFMAEETSKPFSPISSQKL




