endoplasmic [golgi pl extracellular

UniprotKB Entry name organism [full name |oglcnacscore oglcnac p‘h osphorylation PMIDS |[sequence intracellular extracellular [cytosol nucleus mitochndrion . .

ID sites sites reticulum apparatus membrane [region

Q7SZ23 Q7SZ23_XENLA Xenopus |glutathione [26.754248 NaN NaN 18617508 MVVILGYWDIRGLAHSIRLLLEYTGT [None None None |[None None None None None None
laevis transferase QYEEKLYVTGDAPNYDKSQWLNEK

EKLGLDFPNLPYLVDGDVKLTQSNAI
LRYIARKHGLCGESEKEKNYVDLIEN
QAMDFRMGLVVIAYSPQFETLKGPY
LEKLPIALKKFSCFLGDRSWFAGDKI
TYVDFVMYDVLDQHRILDPTCLQNF
KNLQAFLTRFEALPAIDAYMKSSRF
MKTPINNRMASWGNKK




