UniprotKB Entry name |organism full oglcnacscore oplcnac p.h osphorylation PMIDS |sequence intracellular extracellular|cytosol nucleus mitochndrion en(:loplasmlc golgi plasma extx:acellular
1D name sites sites reticulum apparatus membrane [region
Q7SZC2 XPO2_DANRE [Danio Exportin-(26.412228 NaN NaN 40044042 MELNDGNLQTLTEYLQKTLSADPAV [NaN NaN NaN [NaN NaN NaN NaN NaN None
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RRPAEKFLESVEGNQNYPILLLAVLE
KSQNEVIRVCSAVTFKNYIKRNWRIV/
EDEPNKISDPDRTAIKANIVNLMLTS
PEQIQKQLSDAISIIGREDFPLKWPD
LLTEMVNRFQSGDFHIINGVLRTAH
SLFKRYRHEFKSNELWSEIKLVLDTF
AQPLTELFKATIELCQTHATDINALK
VLFSSLTLISKLFYSLNFQDLPEFFE
DNMETWMTNFHNLLTLDNKLLQT
DDEEEAGLLELLKSQICDNAALYAQ
KYDEEFQPYLPRFVTAIWNLLVTTGQ
EVKYDLLVSNAIQFLASVCERPHYK
HLFEDQNVLTSICEKVIVPNMEFRS
ADEEAFEDNSEEYIIRDLEGSDIDTR
RRAACDLVRGLCKFFEGPVTGIFSGY
VNSMLAEYAKNPGVNWKHKDAATY
LVTSLASKAQTQKHGITQANELVNL
SEFFLNHILIDLKSPNVNEFPVLKSD
AIKYVMTFRSQLPKEQLLQAVPLLVS
HLQAESIVQHTYAAHALERLFTMRG
GNNTTLITPTEMAPFTEQLLNHLFK
IALAIPGSSENEYIMKAIMRSFSLLQE
IAIVPYIPTLIGQLTHKLLLVSKNPSKP
HFNHYLFESLCLSIRITCKANPDTVS
SFEEALFPVFTEILQNDVQEFVPYVF
QVMSLLLEIHSNSIPSSYMALFPHLL
QPVLWERTGNIPPLVRLLQAYLEKG
IAAATANTASDKIPGLLGVFQKLIASKA
NDHQGFYLLNSIVEHMPAEAITQYR
KQIFILLFQRLQSSKTTKFVKSFLVFI
NLYSVKYGAIALQEIFDDIQPKMFGM
'VVEKIVIPEVQKVSGQVEKKICAVGII
KILTECPAMMDTEYTKLWAPLLQALI
GLFELPEDDSIPDDEHFIDIEDTPGY
QTAFSQLAFAGKKEHDPIGDAVSNP
KILLAQSLHKLSTACPGRVPSMLSTS
LPTEALQFLQGYLQAATVQLV




