UniprotKB Entry name organism (full name |oglcnacscore oglcnac p‘h osphorylation PMIDS |sequence intracellular [extracellular |cytosol nucleus mitochndrion em!oplasmlc golgi plasma extr"acellular
ID sites sites reticulum apparatus membrane [region
Q7SZM5  |Q7SZM5_DANRE |Danio 72 kDa 26.412228 NaN T549 40044042 MLSVKFFRCRHIVLKVFLVQFLASL |NaN NaN NaN [NaN NaN NaN NaN NaN None
rerio type IV QTFAAPSPIIKFPGDDTAHTDKEVAL
collagenase HYLNKFYGCPKDRCNLMVLKDTLK

KMQKFFALPETGEIDQKTVEIMKKP
RCGVPDVANYNFFHRKPKWGQKNV
TYRILGHTPDLDEDTIDDAFYRAFKV
IWSDVTPLKFTRIMDGEADIMINFGR
NEHGDGYPFDGKDGLLAHAFAPGP
GIGGDSHFDDDEQWTLGEGQVVKV
KYGNAEGEFCKFPFLFMGKEYNSCT
SQGRDDGFLWCSTTYNFDDDGKYG
FCPHELLFTLGGNADGAPCKFPFTF
QGDKYDSCTTSGRDDGYRWCATTE
DYDKDKTYGFCPETAMSTSGGNSD
GAPCVFPFKFLGDSYDSCTTSGRND
GKMWCAVTKSFDDDRKWGFCPDQ
GYSLFLVAAHEFGHALGLEHSDDPG
IALMAPIYTFTKTLRLSDDDVKGIQEL
YGEPTDKPLATHTPPVTPMDVCNEN
IIFDAVAQIRGEIFFFKDRFLFRTADV
RKKPTGPMLVATFWSELPEKIDAAY
ENPLEERTVFFAGDEMWVYSASTLE
REYPKKISSMGLPSDLHGIDAAYSFH
KTKKTYIFAGNKFWRYNEAKKKMDP
GFPKIIADSWTAVPDDLDGALSLNG
DGHSYFFKDSHYLKMDDSTLKIIKV
GEVKKDWLRC




