}11;1 iprotkB Entry name |organism [full name |oglcnacscore oglcnac p.h osphorylation PMIDS |[sequence intracellular [extracellular [cytosol nucleus mitochndrion enqoplasmlc golgi plasma extl:acellular
sites sites reticulum apparatus membrane region
Q7T2A5 EIF3L_DANRE Danio Eukaryotic|26.412228 NaN NaN 40044042 | MSYPAEEEDVNYDPYSYPNDYDYHT |NaN NaN NaN |NaN NaN NaN NaN NaN None
rerio translation GDPKADLAYERQYEHQQTYHVIPEVI
initiation KNFLQYFHKTISDLIDQKVYELQANR
factor 3 VSSESIEQKIYEIQDVYENSWNKLTD
subunit L RFFKTSPWPEAEAIASLVGNDAVFLI

LYKELYYRHIYAKVSGGPTLDQRFES
YYNYCNLEFNYILNADGPAPLELPNQ
'WLWDIIDEFIYQFQSFSQYRCKTAKK
SEEEIEFLRNNPKIWNVHSVLNVLH
SLVDKSNINRQLEVYTSGGDPESVA
GEYGRHSLYKMLGYFSLVGLLRLHS
LLGDYYQAIKVLENIELNKKSMYSRV
PECQITTYYYVGFAYLMMRRYQDAIR
VFANILLYIQRTRNMFQRTTYKYEMI
NKQNEQMHGLLAIALTMYPMRIDE
SIHTQLREKYGDKMLRMQKGDLQV
FEELFSFACPKFLSPVVPNYENVHP
NYHKEPFQQQLKVFAEEVQQQAQL
STIRSFLKLYTTMPVAKLAGFLDMSE
QEFRIQLLVFKHKMKNLVWTSGISA
LDGEFQSASEVDFYIDKDMIHIADTK
VARRYGDFFIRQIHKFEELNRTLKK
MPLNTGASISSSSTSRAT




