UniprotKB Entry name organism full oglcnacscore o'glcnac p.h osphorylation PMIDS |[sequence intracellular |extracellular|cytosol nucleus mitochndrion em!oplasmlc golgi plasma extl:acellular
ID name sites sites reticulum apparatus membrane region
Q7T372 Q7T372_DANRE [Danio Actin-  |26.412228 NaN NaN 40044042 MAYHSFLLEPISCHAWNKDRTQIAL (NaN NaN NaN |NaN NaN NaN NaN NaN None
rerio related CPNNHEVHIYNKAGNNWNKIHVLK

protein EHNGQVTGIDWAPESNRIVTCGTDR

2/3 NAYVWTLKGDAWKPTLVILRINRAA

complex RCVKWSPKENKFAVGSGSRLISVCY

subunit FEQDNDWWVCKHIKKPIRSTILCLD

'WHPNNVLLAAGSCDFKCRIFSAYIK
EVEEKPAPTAWGSKMPFGEVMFES
TGTSGWVHGVCFSDSGNRVAWASH
DSTVAVAEGGKTAVCTSLTSETLPLL
CVTFITENSLVAAGHDCYPVLFVYDS
NNAALSFGGKLDVPKQSAQKGMTA
RERFQNLDKKATTESKEAVLESLHK
NSISQISLLDGGKAKCSKFCTTGMD

GGMTIWDVKTLESAMKDLKIV




