UniprotKB Entry name organism [full name [oglcnacscore oglcnac p.h osphorylation PMIDS |sequence intracellular [extracellular cytosol [nucleus mitochndrion em!oplasmlc golgi plasma extl:acellular
ID sites sites reticulum apparatus membrane [region
Q7T3F7 CHRD1_DANRE [Danio Cysteine |26.412228 NaN NaN 40044042 |MSLMCYNKGCGQRFDLEKNSDDAC [NaN NaN NaN |NaN NaN NaN NaN NaN None
rerio and TYHPGVPVFHDALKGWSCCKRRTTD

histidine- FSDFLSIAGCTKGPHNQEKPAEPVK

rich PEVKSSLDKNDVKPKYDEFIIQAPKP

domain- LESIQRPSPDEPFSILQSKISPSLKQA

containing LEKLKLTEENAHEIKEEDSDEIKIGT

protein 1 SCKNGGCCKTFAGQASDDETCLYHA

GVPIFHEGMKYWSCCKRKTSDFNTF
LSQEGCTRGKHQWKKKDAGKKVVP
CRFDWHQTGSQVIISIYAKNSVPELS
LVEGNSTVLKIHIIFEGEKEFEKQISL
WGVIDPSKSLVNMMATKIEIVLKKA
EPMSWARLDLPPVAPPKEKEKEKDV
DSEDECDDDED




