UniprotKB Entry organism full name |oglcnacscore oplcnac iphosphorylation sites PMIDS |[sequence intracellular|extracellular |cytosol nucleus mitochndrion em!oplasmlc golgi I extx:acellulax
ID name sites reticulum |apparatus| membrane region
Q7TMB7  |PLPR4_RAT [Rattus Phospholipid [23.439218 NaN S37;S347;5S386;5439;5462;5474;S6 (38843836 MQRAGSSGARGECDISGTGRLRLEQ [False True False [1.841 0.615 False False 5.0 0.585
norvegicus [phosphatase- 08 IAARLGGRAVHTSPTGGLGARQVAG
related MSAKERPKGKVIKDSVTLLPCFYFVE

protein type
4

LPILASSVVSLYFLELTDVFKPVHSG
FSCYDRSLSMPYIEPTQEAIPFLMLL
SLAFAGPAITIMVGEGILYCCLSKRR
NGAGLEPNINAGGCNFNSFLRRAVR
FVGVHVVGLCSTALITDIIQLATGYQA
PYFLTVCKPMYTSLEGSCKENSYIVE
EICSGSDLTVINNGKKSFPSQHATLA
IAFAAVYVSMYFNSTLTDSSKLLKPLL
IVFTFIICGIICGLTRITQYKNHPVDVY
CGFLIGGGIALYLGLYAVGNFLPSED
SMLQHRDALRSLTDLNQDPSRVLSA
KNGSSGDGIAHTEGILNRNHRDASS
LTNLKRANADVEIITPRSPMGKESM
IVTFSNTLPRANTPSVEDPVRRNASIH
IASMDSARSKQLLTQWKSKNESRKM
SLQVMDSEPEGQSPPRSIEMRSSSE
PSRVGVNGDHHVPGNQYLKIQPGTV
PGCNNSMPAGPRVSIQSRPGSSQLV
HIPEETQENISTSPKSSSARAKWLKA
IAEKTVACNRGNNQPRIMQVIAMSK
QQGVLQSSPKNAEGSTVTCTGSIRY
KTLTDHEPSGIVRVEAHPENNRPIIQ
IPSSTEGEGSGSWKWKAPEKSSLRQ
TYELNDLNRDSESCESLKDSFGSGD
RKRKHIDSNEHHHHGITTIRVTPVE
GSEIGSETLSVSSSRDSTLRRKGNIIL
IPERSNSPENTRNIFYKGTSPTRPYK
D




