UniprotKB Entry name |organism full name |oglcnacscore o-glcnac phosphorylation sites PMIDS sequence intracellular |extracellular cytosol nucleus mitochndrion enc_loplasmlc golgi plasma
ID sites reticulum apparatus membrane
Q7TMEO  |[PLPR4_MOUSE [Mus Phospholipid [35.498311 NaN S37;S347;5S386;5439;S462;5474;S6 |34678516;22645316 MQRAGSSGARGECDISGAGRLRLEQ (None None None [None |None None None None
musculus [phosphatase- 08 IAARLGGRTVHTSPGGGLGARQAAG
related MSAKERPKGKVIKDSVTLLPCFYFVE

protein type
4

LPILASSVVSLYFLELTDVFKPVHSG
FSCYDRSLSMPYIEPTQEAIPFLMLL
SLAFAGPAITIMVGEGILYCCLSKRR
NGAGLEPNINAGGCNFNSFLRRAVR
FVGVHVFGLCSTALITDIIQLSTGYQA
PYFLTVCKPNYTSLNVSCKENSYIVE
DICSGSDLTVINSGRKSFPSQHATLA
AFAAVYVSMYFNSTLTDSSKLLKPLL
VFTFIICGIICGLTRITQYKNHPVDVY
CGFLIGGGIALYLGLYAVGNFLPSED
SMLQHRDALRSLTDLNQDPSRVLSA
KNGSSGDGIAHTEGILNRNHRDASS
LTNLKRANADVEIITPRSPMGKESM
VIFSNTLPRANTPSVEDPVRRNASIH
ASMDSARSKQLLTQWKSKNESRKM
SLQVMDTEPEGQSPPRSIEMRSSSE
PSRVGVNGDHHVPGNQYLKIQPGTV
PGCNNSMPGGPRVSIQSRPGSSQLV
HIPEETQENISTSPKSSSARAKWLKA
AEKTVACNRSNNQPRIMQVIAMSKQ
QGVLQSSPKNAEGSTVTCTGSIRYKT
LTDHEPSGIVRVEAHPENNRPIIQIPS
STEGEGSGSWKWKAPEKSSLRQTYE
LNDLNRDSESCESLKDSFGSGDRKR
SNIDSNEHHHHGITTIRVTPVEGSEI
GSETLSVSSSRDSTLRRKGNIILIPER
SNSPENTRNIFYKGTSPTRAYKD




