UniprotKB Entry name organism full oglcnacscore oglcnac p.h osphorylation PMIDS |sequence intracellular |extracellular [cytosol nucleus mitochndrion em!oplasmlc golgi plasma extx:acellular
ID name sites sites reticulum apparatus membrane [region
Q7TMI3 UHRF2_MOUSE Mus E3 25.161187 NaN S668 34887587 MWIQVRTIDGSQTRTIEDVSRKATIE |None None None [None None None None None None
musculus [ubiquitin- ELRERVWALFDVRPECQRLFYRGKQ
protein LENGYTLFDYDVGLNDIIQLLVRPDS
ligase SLPSTSKQNDAQVKPSSHNPPKVKK
UHRF2 TARGGSSSQPSTSARTCLIDPGFGLY

KVNELVDARDVGLGAWFEAHIHSVT
RASDGHSRGKTPLKNGSSYKRTNG
NVNHNSKENTNKLDNVPSTSNSDS
'VAADEDVIYHIEYDEYPESGILEMNV
KDLRPRARTILKWNELNVGDVVMV
NYNVENPGKRGFWYDAEITTLKTIS
RTKKEVRVKVFLGGSEGTLNDCRVM
SVDEIFKIEKPGAHPISFADGKFLRK
NDPECDLCGGDPDKTCHMCSCHKC
GEKRDPNMQLLCDECNMAYHIYCL
SPPLDKVPEEEYWYCPSCKTDSSEV
'VKAGERLKLSKKKAKMPSASTESRR
DWGRGMACVGRTKECTIVPSNHYG
PIPGIPVGSTWRFRVQVSEAGVHRP
HVGGIHGRSNDGAYSLVLAGGFEDE
'VDRGDEFTYTGSGGKNLAGNKRIGA
PSADQTLTNMNRALALNCDAPLDD
KIGAESRNWRAGKPVRVIRSFKGRKI
SKYAPEEGNRYDGIYKVVKYWPEISS
SHGFLVWRYLLRRDDVEPAPWTSEG
IERSRRLCLRLQYPAGYPSEKEGKKT
KGQSKKQGSEATKRPASDDECPGDS
KVLKASDSTDAVEAFQLTPQQQRLIR
EDCQNQKLWDEVLASLVEGPNFLK
KLEQSFMCVCCQELVYQPVTTECFH
NVCKDCLQRSFKAQVFSCPACRHDL
GQNYVMVLNETLQTLLDLFFPGYSK
GR




