UniprotKB Entry name organism ffull oglcnacscore o_glcnac p.h osphorylation PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion enc:!oplasmlc golgi plasma em:i
ID name sites sites reticulum |apparatus membrane [regic
Q7TMM9 TBB2A_MOUSE Mus Tubulin [39.966346 S339 S40;S172;T285;T290 [40684658;37453647;34418053;333 |MREIVHIQAGQCGNQIGAKFWEVIS |False False 2.724 |1.359  |False False False False 2.0
musculus |beta- 00544;22645316 DEHGIDPTGSYHGDSDLQLERINVY
2A IYNEAAGNKYVPRAILVDLEPGTMDS
chain

IVRSGPFGQIFRPDNFVFGQSGAGNN
WAKGHYTEGAELVDSVLDVVRKESE
SCDCLQGFQLTHSLGGGTGSGMGT
LLISKIREEYPDRIMNTFSVMPSPKV
SDTVVEPYNATLSVHQLVENTDETY
SIDNEALYDICFRTLKLTTPTYGDLN
HLVSATMSGVTTCLRFPGQLNADLR
KLAVNMVPFPRLHFFMPGFAPLTSR
GSQQYRALTVPELTQQMFDSKNMM
IAACDPRHGRYLTVAAIFRGRMSMKE
IVDEQMLNVQNKNSSYFVEWIPNNV
KTAVCDIPPRGLKMSATFIGNSTAIQ
ELFKRISEQFTAMFRRKAFLHWYTG
EGMDEMEFTEAESNMNDLVSEYQQ
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