UniprotKB Entry name organism [full name oglcnacscore o_glcnac phosphorylation sites PMIDS [sequence intracellular [extracellular |cytosol [nucleus mitochndrion enc!oplasmlc golgi plasma extr_ace
ID sites reticulum |apparatus membrane region
Q7TN98 CPEB4_MOUSE Mus Cytoplasmic 38.223321 NaN S97;599;S137;5252;5255;T326;S33 40997131 MGDYGFGVLVQSNTGNKSAFPVRF [True True 1.783 5.0 1.54 5.0 0.597 1.27 1.393
musculus [polyadenylation 0;S332 HPHLQPPHHHQNATPNPAAFINNN
element- TAANGSSAGSAWLFPAPATHNIQDE

binding protein
4

ILGSEKAKSQQQEQQDPLEKQQLSP
SPGQEAGILPETEKAKAEENPGDSSS
ENSNGKEKLRIESPVLTGFDYQEAT
GLGTSTQPLTSSASSLTGFSNWSAAI
IAPSSSTIINEDASFFHQGGVPGASAN
NGALLFQNFPHHVSPGFGGSFSPQI
GPLSQHHPHHPHFQHHHSQHQQQ
RRSPASPHPPPFTHRSAAFNQLPHL
IANNLNKPPSPWSSYQSPSPTPSSSW
SPGGGGYGGWGASQGRDHRRGLNG
GITPLNSISPLKKNFASNHIQLQKYA
RPSSAFAPKSWMEDSLNRADNIFPF
PERPRTFDMHSLESSLIDIMRAEND
SIKGRLNYSYPGSDSSLLINARTYGR
RRGQSSLFPMEDGFLDDGRGDQPL
HSGLGSPHCFTHQNGERVERYSRK
'VFVGGLPPDIDEDEITASFRRFGPLIV
DWPHKAESKSYFPPKGYAFLLFQDE
SSVQALIDACIEEDGKLYLCVSSPTIK
DKPVQIRPWNLSDSDFVMDGSQPL
DPRKTIFVGGVPRPLRAVELAMIMD
RLYGGVCYAGIDTDPELKYPKGAGRV
IAFSNQQSYIAAISARFVQLQHGEIDK
RVEVKPYVLDDQLCDECQGARCGGK
FAPFFCANVTCLQYYCEYCWAATHS
RAGREFHKPLVKEGGDRPRHISFRW
N




