UniprotKB Entry name |organism [full name oglcnacscore oglcnac phosphorylation sites PMIDS sequence intracellular [extracellular [cytosol nucleus|mitochndrion |, .. | golgi plasma extra
ID sites reticulum apparatus i membrane [regio
Q7TN99 CPEB3_MOUSE Mus Cytoplasmic 30.263269 S219 S194;S197;S291;S419;S420|36852467;40021952 [MQDDLLMDKSKTQPQSQQQQRQQ ([True False 2.928 |5.0 False False False 2.0 False
musculus |polyadenylation QQQQQQLQPEPGAAEAPSTPLSSEIP
element- KPEDSSAVPALSPASAPPAPNGPDK

binding protein
3

MQMESPLLPGLSFHQPPQQPPPPQE
PTAPGASLSPSFGSTWSTGTTNAVE
DSFFQGITPVNGTMLFQNFPHHVNP
VFGGTFSPQIGLAQTQHHQQPPPPA
PQPPQPAQPPQAQPSQQRRSPASPS
QAPYAQRSAAAYGHQPIMTSKPSSS
SAVAAAAAAAAASSASSSWNTHQSV
NAAWSAPSNPWGGLQAGRDPRRAV
GVGVGVGVGVPSPLNPISPLKKPFSS
NVIAPPKFPRAAPLTSKSWMEDNAF
RTDNGNNLLPFQDRSRPYDTFNLHS
LENSLMDMIRTDHEPLKGKHYPNS
GPPMSFADIMWRNHFAGRMGINFH
HPGTDNIMALNTRSYGRRRGRSSLF
PFEDAFLDDSHGDQALSSGLSSPTR
CQNGERVERYSRKVFVGGLPPDIDE
DEITASFRRFGPLVVDWPHKAESKS
'YFPPKGYAFLLFQEESSVQALIDACL
EEDGKLYLCVSSPTIKDKPVQIRPWN
LSDSDFVMDGSQPLDPRKTIFVGGV
PRPLRAVELAMIMDRLYGGVCYAGI
DTDPELKYPKGAGRVAFSNQQSYIA
IAISARFVQLQHNDIDKRVEVKPYVLD
DQMCDECQGTRCGGKFAPFFCANV
TCLQYYCEYCWASTHSRAGREFHKP
LVKEGGDRPRHVPFRWS




