UniprotKB Entry name |organism full name |oglcnacscore of_:;lcnac p.h osphorylation PMIDS |sequence intracellular extracellular |cytosol [nucleus mitochndrion enqoplasmlc golgi plasma extl"acellular
ID sites sites reticulum apparatus membrane region
Q7TND5 RPF1_MOUSE Mus Ribosome |25.810548 NaN NaN 29187734  MAKAGEKSVGGGKRGLKRKAAAEE |None None None |None None None None None None
musculus [production PQEAAAASDGTAESGVQPAKAAAFP
factor 1 PGFSISEIKNKQRRHLMFTRWKQQQ

RKEKLAAKKKLKKEREALGDKAPPK
PVPKTIDNQRVYDETTVDPNDEEVA
YDEATDEFASYFNRQTSPKILITTSD
RPHGRTVRLCEQLSTVIPDSHVYYRR
GLALKKIIPQCIARDFTDLIVINEDRK
TPNGLILSHLPNGPTAHFKMSSVRL
RKEIKRRGKDPTEHVPEIILNNFTTR
LGHSIGRMFASLFPHNPQFIGRQVA
TFHNQRDYIFFRFHRYIFKSEKKVGI
QELGPRFTLKLRSLQKGTFDSKYGE
YEWVHKPREMDTSRRKFHL




