UniprotKB Entry name |organism [full name |oglcnacscore o.glcnac p.h osphorylation PMIDS |sequence intracellular [extracellular cytosol nucleus mitochndrion em?oplasmlc golgi plasma exl:l:acellular

ID sites sites reticulum apparatus membrane [region

Q7TPX8 OOG2_MOUSE Mus Oogenesin- S318 NaN 30059200 MNFYSPPTLMELARQCLLRDEYLAI |None None None |None None None None None None
musculus |2

SALKDLPNMMFPVMFKEAFIDGHT
KILTAMIPVWPFPYLSVGTMLKNLN
LDTLKAVLEEIDILISKPVFSSRCKLR
EITLSHDLVVVWAGSHEVEGLPEFM
EQEKPVENSPGYGTKNKLKVTTELQ
FMEGHLDECSTYLLQWAYQREDSIH
LHCRKLKIYGLTKAAVIEMFKIVHAE
YIEDLELSCLCLEYLDFLNPYLKQMS
NLLSLTLDEIIYTLNIDDYRNLNEEK
VITVISHLPTFHHLQELYVHGVIFIEC
LRCLKKPLEVLSFTDCDLSQSDLDYL
PYCLNIFELRSLHLTDVRLSNLLLEP
LGFLLERVRHTLKSLQLMSCEMGET
HFNALLPALSQCYQLTVVNFYGNEL
SLLFLKKLLHHTAKLSQLADELYPAP
QECYDNRDVVLSHRLENFCSELLDI
LRAIREPKKVTFGTIKCSKCGGSYVY
DLETQCCFFEKNPPWA




