UniprotKE [Entry organism [full name |oglcnacscore o.glcnac p.h osphorylation PMIDS sequence intracellular |extracellular cytosol nucleus mitochndrion enqoplasmlc golgi plasma extl:acellular
1D name sites sites reticulum |apparatus membrane [region
Q7TQ16 QCR8_RAT [Rattus Cytochrome |31.239272 S16 S16 26446791;38843836 MGREFGNLTRIRHVISYSLSPFEQRA [True False 0.856 |1.252  |4.387 0.77 False 0.814 0.863
norvegicus |b-c1 FPHYFSKGIPNVLRRTRERILRVAPP
complex FVLFYLIYTWGNQEFAQSKRKNPAK

subunit 8
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