}Jl;l iprotKB Entry name |organism [full name |oglcnacscore oglcnac phosphorylation sites PMIDS sequence intracellular extracellular|cytosol nucleus mitochndrion en@oplasmlc golgi plasma °x
sites reticulum |apparatus membrane |re
Q7TQ95 LNP_MOUSE [Mus Endoplasmic|35.909693 NaN S114;S153;S177;S182;S194;T211;S |22645316;36288343 | MGGLFSRWRAKPSTVEVLENIDKEI |False False 1.294 [2.991 1.127 4.388 1.286 3.173 0.t
musculus [reticulum 222;S316;S348;S380;S5411 QALEEFREKNQRLQKLWVGRLIIYSS
junction ILYLFTCLIVYLWYLPDEFTARLVMTL
formation PFFAFPLIIWTLRTVLIFFFSKRTERN
protein NEALDDLKSQKKKILEEVMEKETYK
lunapark 'TAKLILERFDPDSKKAKEFEPPSAGA

AVTAKPGQEIRQRTAAQRNLSPAPAS
SSQGPPPQGPVSPGPAKDASAPGGP
PERTVAPALPRRLGSPATSVPGMGL
HPPGPPLARPILPRERGALDRIVEYL
'VGDGPQNRYALICQQCFSHNGMAL
KEEFEYIAFRCAYCFFLNPARKTRPQ
APRLPEFSFEKRQAVEGSSSTGPTLL
ESVPSAESQLIEDSLEEQDVLDNSTE
QRDDKIPVTEQTSQVIEKTSGPEEPA
ENQEETENEETSTNEAKSPVLRADS
VPNLEPSEESLVTK




