
UniprotKB
ID Entry	name organism full

name oglcnacscore oglcnac	sites phosphorylation	sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic
reticulum

0

Q7TQH0 ATX2L_MOUSE Mus
musculus

Ataxin-
2-like
protein

57.877151 T266;T419;T436;S437;S480;T672;S
677;S681;T682;S683;S687

S27;T45;S109;T116;S236;T262;S30
4;T307;S333;S337;T347;S389;S407;
S453;S496;S499;S560;S561;S562;S
597;T635;S637;S677;S683;S687

24788674;22517741;22645316;408
85482;36852467;22826440;358220
49;25153642;39927985;40021952;2
8528544;28135057;40997131

MLKPQPPQQTSQPQQPPPTQQAVAR
RSPGGTSPPNGGLPGPLTATAAPPGP
PAAVSPCLGPAAAAGSGLRRGAESIL
AASAPPQHQERPGAVAIGSVRGQTT
GKGPPQSPVFEGVYNNSRMLHFLTA
VVGSTCDVKVKNGTTYEGIFKTLSSK
FELAVDAVHRKASEPAGGPRREDIV
DTMVFKPSDVLLVHFRNVDFNYATK
DKFTDSAIAMNSKVNGEHKEKVLQR
WEGGDSNSDDYDLESDMSNGWDP
NEMFKFNEENYGVKTTYDSSLSSYT
VPLEKDNSEEFRQRELRAAQLAREI
ESSPQYRLRIAMENDDGRTEEEKHS
AVQRQGSGRESPSLVSREGKYIPLPQ
RVREGPRGGVRCSSSRGGRPGLSSL
PPRGPHHLDNSSPGPGSEARGINGG
PSRMSPKAQRPLRGAKTLSSPSNRP
SGEASVPPTSAALPFLPVGRMYPPRS
PKSAAPAPVSASCPEPPIGSAVASSA
SIPVTSSVVDPGAGSISPASPKLSLTP
TDVKELPTKEPSRNLEAQELARIAGK
VPGLQNEQKRFQLEELRKFGAQFKL
QPSSSPETGLDPFPSRILKEEAKGKE
KEVDGLLTSDPMGSPVSSKTESILDK
EDKVPMAGVGGTEGPEQLPAPCPSQ
TGSPPVGLIKGDEKEEGPVTEQVKKS
TLNPNAKEFNPTKPLLSVNKSTSTPT
SPGPRTHSTPSIPVLTAGQSGLYSPQ
YISYIPQIHMGPAVQAPQMYPYPVSN
SVPGQQGKYRGAKGSLPPQRSDQH
QPASAPPMMQAAAAAAGPPLVAATP
YSSYIPYNPQQFPGQPAMMQPMAH
YPSQPVFAPMLQSNPRMLTSGSHPQ
AIVSSSTPQYPAAEQPTPQALYATVH
QSYPHHATQLHGHQPQPATTPTGSQ
PQSQHAAPSPVQHQAGQAPHLGSG
QPQQNLYHPGALTGTPPSLPPGPSA
QSPQSSFPQPAAVYAIHPHQQLPHG
FTNMAHVTQAHVQTGVTAAPPPHP
GAPHPPQVMLLHPPQGHGGPPQGA
VPPSGVPALSASTPSPYPYIGHPQVQ
SHPSQQLPFHPPGN

True False 3.342 4.606 0.96 0.916


