UniprotKB Entry name |organism full name joglcnacscore oglcnac p‘h osphorylation PMIDS |[sequence intracellular extracellular cytosol nucleus mitochndrion em!oplasmlc golgi plasma extl:acellular

ID sites sites reticulum apparatus membrane region

Q7TSY8 SGO2_MOUSE [Mus Shugoshin [25.019509 S894 S1042 34418053 [MEYPGIKVDTVTSGIQRRVKGRIAKT |None None None [None None None None None None
musculus |2 NLNVSLASKIKAKILNNSSIFKISLKH

NNRALARALSKEKENSRRITTEKMQ
LQKEVEKLNFENTFLRLKLNTLNKK
LVEIESHVSNDLLTAIEISSLSEFHQG
SFLLSATKKQRNSKQCKPAHLPYAR
VLLTSENDDDDGADDKWQTKCNNR
TISKTSPDSTSSVSRQPSSLHQCNLK
AFPPKEDNQKTCGSGHLEHTSSVDI
LPNESHSDQSPKSSLSEMKTAPSPS
LRREKLSHGNVTMRKKCVSSTPDIL
YVTDLDHQPTSSPGSNWNNEIHGH
TNETSNNTQRNAECFLDLPSESSSE
PDAKRMELVQKNTDSFHFQKTVYD
AADMELTATDIGKIVAVSKSKKNQN
KKKADCRKETFRKVKGASSDKKRES
SKRECKDGSEVGAEEEADAARAERG
IAGVLDGRGDSEEPNCISSTEQPSQV
NTQKKRTLQNSSDQENIQNTKRRQT
YTTDEQEETNPFSRHSVKFLQDGKF
DLCQKTLHHNLSKPSRQTFVIRKSE
KDNLFPNQEDKDTISENLEVINEFH
IDDLSIEANENVCDHETQTMLDLKK
SVSAQQNQTKINKTKQKINRRTKIIS
IVMSQVYEDNDKDIHVLEKDNFPFH
TQANKETTSGNLESSKEFESPLLFTR
DNGSLRDCKTQNVLDLHKQIPDLYP
DRNESQISKIPRQKVNRKTEVISGVK
CFSNDQGVHCSEKDKSLLLQKDKD
FPGTLKDLSEFDTPAFCNKDSAKSC
DYKSEMLLGLKKHDPNMQPACQDD
SKAGKKLRQKVNRKTEIISKITQIHE
NDRGSTHDSLNKKLCQKVNISKIISQ
MNQIYETINEDGNGFKSSIKDCEDIK
SCDFGEINSNKKENYDPIQDPCTLV
KKTKRKGSCKAGSSLAGAKNRCGLQ
LTDSSQVQSVPLDSGLRHHPNEADS
GPGEQTNLPKMQKQSAGRSLGDAF
SVSLGKEGSRPAKAVSKMTPKSKKR
KLPLGCSPETHGTVEITPNTDLAKAV
DSQQTEKENYLEKEKIAKRKPDFCT
KVLKPLSETCSSNIKNSSLDSMCKSS
LPLSISSRKTLMLEESSSLESTCIFQV
GDAAHEKITTGTRNPHHRTQKSTPG
SRTSLVLVDTSSVSDTNPANPENES
EGQSSHPMRRKRQCVPLNLTEPSLR
SKMRR




